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Welcome

Congratulations on bringing Maurice into your lab! We welcome you as a new user and are excited to be a
part of your work. This user guide will provide you with details on system hardware, operating the system,
how to use Compass for iCE software, maintenance procedures and other useful information.

To help you get the most from you new lab addition, we've added some attention phrases to guide you
through the user guide:

NOTE Points out useful information.
IMPORTANT Indicates information necessary for proper operation of Maurice systems.
CAUTION Cautions you about potentially hazardous situations that could result in injury to you or

damage to the system.

IWARNING! Warns you that serious physical injury can result if the listed precautions aren't followed.

Maurice Systems

Maurice, Maurice C. and Maurice S. systems give you identity, purity and heterogeneity data on your biolog-
ics, and get you to results faster with short development times and simple workflows!

They're fluent in clEF and CE-SDS. They take clEF up a notch, and CE-SDS is a breeze. You'll get pl
and charge heterogeneity data in less than 10 minutes flat — with the added bonus of same-time
absorbance and native fluorescence for sensitivity down to 0.7 ug/mL. Their size applications have
the high res and wide molecular weight range you need and they're done in 35 minutes.

They make it easy. Just pop in a ready-to-go cartridge, drop in your sample vials or a 96-well plate,
and hit start — they'll do the rest!

They're time-savers. Develop methods fast so you get to results even faster. Your clEF and CE-SDS
methods are done in a day. The icing? You can develop platform methods and use them for multiple
molecules. No maintenance and clean-up needed between the two applications.

They're dependable. Get reproducible results with tight CVs day in and day out. Your data is reliable
no matter what — across samples, users, instruments or labs.

User Guide for Maurice, Maurice C. and Maurice S.
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Introduction

This chapter will help you prepare the lab for Maurice. Please have the space, electrical and environmental
requirements ready prior to scheduling your installation.

NOTE: Please wait for an authorized ProteinSimple Field Service Engineer to unpack and install Maurice
for you. Don't try doing this yourself. Handling Maurice incorrectly could cause injury to yourself or dam-
age to the system.

Space Requirements

You need a lab bench or table that can support 100 Ib (46 kg) and has enough space for both Maurice and
his computer. There should be sufficient clearance for both heat ventilation and to provide access if Maurice
needs service.

IMPORTANT

Maurice needs a stable surface and must remain level to work properly. The lab bench or table can't
shift or wobble under heavy weight. Don't use anti-vibration tables either, since Maurice may not
stay level while he’s working.

Dimension Meters Feet
Width 1.5 50
Depth 0.8 2.5
Height 0.5 1.5

Recommended space requirements for Maurice.

User Guide for Maurice, Maurice C. and Maurice S.
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Physical Specifications

Description Specification

Maurice’s Dimensions (Door Closed) 044 mx042mx06Tm (HxWxD)
146'x 138 x2.0 (HxWxD)

Maurice’'s Dimensions (Door Open) 044 mx0.57mx06Tm (HxWxD)
146"x 243 x 2.0 (HxWxD)

Maurice's Weight 46 kg (100 Ib)

Computer Workstation Dimensions 04T mx066mx0.76 m (HxW xD)

1.35'x2.17'x 249" (Hx W x D)

For indoor use only. Use up to altitudes of 1524 meters (5000 feet).

Table 2-1: Physical Specifications

Electrical Requirements

Maurice requires a dedicated, grounded circuit capable of delivering the appropriate current and voltage for
your country. The power requirements for all three Maurice systems are 100 V- 240V (AC), 50/60 Hz, 500 W.

In addition to these requirements, Maurice needs the grounded circuits terminate at the receptacles, and
receptacles must be located within 10 ft (3 m) of the instrument.

Environmental Requirements

Maurice likes a consistent temperature in the lab (not too hot — not too cold). He works best when condi-
tions stay within these ranges:

Requirement Specification

Operating temperature range 18-25°C(64-77°F)

Operating humidity range 20-80% relative, non-condensing

Table 2-2: Environmental requirements.
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Software and Computer Requirements

Maurice brings his own computer to the lab with Compass for iCE software pre-installed. Compass for iCE is
used to run clEF and CE-SDS applications on Maurice and analyze resulting data. Just in case you need it, a
CD containing Compass for iCE software also comes in the box. If you don't want to analyze your data at
Maurice's workstation in the lab, Compass for iCE software can also be installed on a separate workstation,
such as your desktop computer. Your computer must meet the recommended requirements listed below to
run Compass for iCE software and process data.

Component Recommended

Operating System Windows 7

Processor Core i5

Memory 6 GB

Free Disk Space 100 GB

Ethernet Ports 2 -Oneis required to connect to Maurice, the other is
used for network access

USB Ports 2 - To connect the keyboard and mouse

Table 2-3: Computer requirements.

General Guidelines and Information

Intended Use

NOTE: Maurice is for research use only. Not for use in diagnostic procedures.

Lifting and Moving the System: Lift Maurice Correctly

IMPORTANT
Take all the standard precautions when lifting or moving Maurice. Since Maurice systems weigh 46
kg (100 Ib), you should not lift him by yourself. Two people should lift him onto the lab bench.

User Guide for Maurice, Maurice C. and Maurice S.



page 7

Chapter 3:

Maurice

Chapter Overview
Maurice Systems
External Components
Internal Components
Rear Panel

Computer Workstation

User Guide for Maurice, Maurice C. and Maurice S.



Maurice Systems page 8

Maurice Systems

Maurice, Maurice C. and Maurice S. systems include the instrument, computer workstation, Compass for iCE
software and clEF or CE-SDS Cartridges.

protein@

Maurice

Maurice with Computer Workstation clEF and CE-SDS Cartridges
All systems have the same hardware components, computer and software, the only difference between
them are the applications you can run:
« Maurice: clEF and CE-SDS applications
« Maurice C.: cIEF applications only

« Maurice S.: CE-SDS applications only

You can run samples in 96-well plates or in up to 48 sample vials with integrated 0.2 mL inserts on all three
systems.

pl'OICnn@
proteir |®

Maurice

Maurice &

Maurice C. Maurice Maurice S.
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External Components

Touch Plate to
Open Door

<— System Door

Status Light

IWARNING!
You can't replace or service any parts on Maurice systems except for the power entry fuse.

System Door

Maurice's door gives you access to the inside of the instrument to load cartridges, reagents and samples. To
open the door, first make sure the status light is a steady blue. Then just touch the metal touch plate on the
top of the door to open it. Close it by pushing the door until you hear the latch engage.

NOTE: Maurice’s door must be closed before starting a batch.

User Guide for Maurice, Maurice C. and Maurice S.
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Status Light
The LED on Maurice's front panel tells you what he's doing. Here's what his different status lights mean:
Start-up (magenta): You've just turned on the power and Maurice is warming up.
Ready (steady blue): Maurice is powered on and ready to go.
Opening Door (long blue flash followed by blue pulses): Maurice’s door is opening.
Running (pulsing blue): Maurice is running a batch.

Trying to Open Door While Running (red flash): Maurice’s door can't be opened when he's run-
ning.

Error (steady red): Maurice has detected an error. To get more information on the error, check the
Status pane in the Run Summary Screen in Compass for iCE.

1aurice

Internal Components

Cartridge Slot

The cartridge slot holds Maurice's ready-to-go application cartridges. The cartridge it holds depends on the
system:

Maurice: clEF and CE-SDS Cartridges
Maurice C.: clEF Cartridges only
Maurice S.: CE-SDS Cartridges only

User Guide for Maurice, Maurice C. and Maurice S.
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The lights on either side of the cartridge slot will be orange after Maurice disengages the cartridge when
the door is opened at the end of a batch, and whenever the slot is empty.

Cartridge
Slot

NOTE: You can find cartridge prep, installation and post-run procedures in Chapter 7, “Running clEF Appli-
cations on Maurice and Maurice C"and Chapter 8, "‘Running CE-SDS Applications on Maurice and Mau-
rice S.”

User Guide for Maurice, Maurice C. and Maurice S.
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Sample and Reagent Platform

Maurice's sample and reagent platform has two rows for batch reagents. These reagents are kept at room
temperature.

Row P (top): These reagents are loaded under pressure during the batch. Only use glass reagent
vials with pressure caps in this row. Use blue pressure caps with clEF reagents and orange pres-
sure caps with CE-SDS reagents.

Row N (bottom): Only use reagent vials with clear screw caps in this row.

The sample block holds either a 96-well plate or 48-vial metal insert and is temperature-controlled. You can
setitto4°C, 10°C, 15 °C or turn the temperature control off in Compass for iCE software.

Sample cooling turns on when the run starts, and takes a few minutes to reach the temperature setting.
After a run, the sample block stays at the set temperature until you open Maurice’s door, then it shuts off
until you start the next run. This prevents excess condensation.

NOTE: Because Maurice holds the sample block temperature after a run until you open the door, samples
are still viable for your next run and after overnight runs.

User Guide for Maurice, Maurice C. and Maurice S.
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96-well Plate 48-vial
Insert Insert

NOTES:
When you're using a 96-well plate, well A1 should be in the top left corner of the insert.

You can only use V-bottom plates with the 96-well plate insert.
Remove plate lids before inserting a 96-well plate into Maurice.
You can find info on where to load reagents and samples for clEF applications in “Step 4: Load Samples

and Reagents” on page 90 and for CE-SDS applications in “Step 4: Load Samples and Reagents” on
page 124.
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Rear Panel

Located on Maurice’s rear panel is the power entry, power switch and network connector.

Power
Entry Network
Connector
Fuse
Power
Switch

System Power - The main system power components consist of the power input, fuse and power
switch

IWARNING!
Only use the power supply cord provided with Maurice. If the cord is damaged, please contact Pro-
teinSimple Technical Support.

!IWARNING!
You can't replace or service any parts on Maurice except the power entry fuse.

IWARNING! SHOCK HAZARD
Disconnect the power cord from Maurice's power input to disconnect power to the instrument.

Network connection - A 10/100/1000 Mbps Ethernet (RJ-45 connector) is used to connect Maurice
to a computer or local network.

NOTE: Serial numbers are used to identify individual instruments.

System Labels

A full system label is located on the rear panel. It includes the ProteinSimple location, system model, power
requirements, serial number and certification markings.

User Guide for Maurice, Maurice C. and Maurice S.
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c € protein

San Jose, CA USA

Model: Maurice

Made in USA

Pat: proteinsimple.com/Intellectual Property

s/n

C € protein

San Jose, CA USA

Model: Maurice C.

Made in USA

Pat: proteinsimple.com/Intellectual_Property

250vAC —F 63A

S/ n 100VAC - 240VAC~
50/60HZ 483W

C € protein

San Jose, CA USA

Model: Maurice S.

Made in USA

Pat: proteinsimple.com/Intellectual_Property

250vAC = 63A

S/ n 100VAC - 240VAC~
50/60HZ 483W

A serial number label is located on the Maurice system’s front lower right side, on the silver system base.
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Computer Workstation

The PC has two built-in Ethernet ports, one is used for Maurice and the other is available for your company’s
network. ProteinSimple configures one port to have a fixed IP for a local link connection to the instrument,
the other is configurable by users and will typically use a DHCP for dynamic IP.
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Launching Compass for iCE

Compass for
iCE

Compass for iCE Overview

Compass for iCE has three main screens:

- Batch - You'll create and review your batch.

Chapter 4: Compass for iCE Overview

+ Run Summary - Check out the status of your run.

- Analysis - Take a look at the data from your experiment.

Each screen has these components:

Title bar

|

To open Compass for iCE, just double-click the icon on the computer desktop.

Screen Tabs

) T016-02-15 98- 14-30_36X_tsamples_ 3160115003 KF1009 - Compas for iCF

(= B
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Condition
5 HSAP-R. AL Reduced laG
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Changing the Screen View

page 19

To toggle between the Batch, Run Summary and Analysis screens, just click the button in the screen tab
located in the upper right corner of the main window.

t’_m Run Surmmary j_EE Analysis

Batch Screen

The Batch screen is used to create, view, and edit batches. You can assign samples to 96-well plate wells or

vials, create and modify methods, customize your injection list and assign methods to each of your injec-

tions.

) MW Lacder assigned MW Ladder Sai Test IS final O 110 ms Mausice CE-505 - Compass for ICE [ © i |
Fit Edt Indrument Window Help
[ Botch |y Run Suenenary il Analysis
Ruan: MW ladder assigred_ MW Ladder Sol Test I final QC 110 me b | [T Injections .l Mistory | T Motes| B add j|| Replicate [X Remove [ B < 0O
GLWO‘;‘ =0 Semple I Locetion  Method Hotes
1 135 System Contrel a Methodl
9 00 we - ko - X R H Control Laddes a Method?
3 Test Ladder “ Method2
G G Wale Sen W Ae 4 15- Alpha B Methodl
.. ..o 5 15 - Frozen P3 w2 Methodl
& B-TIP3 B3 Method]
oo 0 7 15123 B Methodl £
ate e an 8 5353 B Methodl
1 E I S T | L] Contrel Ladder P Method2
A .éé 10 Test Ladder A3 Method?
i 15« Alphs 6l Methodl
00000 B 5 Fep 2 Mena
¢ 13 K.TP2 o Methodl
" B-T2P3 B4 Method]
o 15 5-T3F3 & Methoril
£ 15 Cantrol Ladder a2 Methad2
” Test Ladder 4 Method2
F i3 - Alphs B Methadl
9 15 - Frozen P3 [ Methodl
] 5-TLP3 0B Methadl
1 K. 1282 B Methodl -
T Methods =0
Narme Sample Load Separation
Methadl 20 sac 4600 Volts 0.1 i 1150 Viohs, 0.1 min 2450 Vlts, 25.0 min STS0 ¥__
Method2 20 sec 4600 Volts 0.1 riny 1150 Viohs, 0.1 min 450 Valts, 30.0 min 5750 Vo
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0 2016-00-71_09-46- 39 mab1]_Prepd0160121_ CCI0) - Compass for iCE = B
Fle Edit Instrument Window Help
[ Botch |y Run Suenenary il Analysis
Hatch 2016-01-21 00-46-39_mAbLL Prepd0160121 Q) T Injuctins . ey History| T Motes | B add Yl Rephcate [X Remove @ @ = O]
T Loyout =) Somplel0 locwion  Medod Netes
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00 we - Chrde - X Remone 2 sty 11 Elarik a2 il Method
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ME AL W e 4 ik 11 Prep 20060021 a4 mik Methad
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& it 11 Prep 20060121 a4 mib Method
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Run Summary Screen

The Run Summary screen is used to monitor status of a batch in progress, the CE-SDS separation or clEF
Focus series for each injection and the current and voltage plots for each injection.
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File Edt Instroment Window Help
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e Edit Instrument Window  Help

Chapter 4: Compass for iCE Overview
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Analysis Screen

The Analysis screen is used to view data from your batch, including the graph view (electropherograms) and
a table with your results. You can also analyze your data for completed runs.

User Guide for Maurice, Maurice C. and Maurice S.



Compeass for iCE Overview

page 23

o CE-5D5 - Compans for ICE

(=& |

Db oy (BTR)

(55 Graph ™

TEI=Q- -0

o E

L
il

Absorbance imaLly
N

I5-TIP3

00 o1 02 3

o4

(1}

(13

o7

L1}

08

10

11

12 13 s
Ritative Migration Time

1€ 17 12 18 20 21 22 23 4 25 26

’mu-;'m"iwl

=0

8‘E8BERkﬂ?&ﬂﬂhkﬂ!zﬂﬂhbﬂ!ﬂgsﬁbbg
555335}5555335555553355?555335

FEHEERRUENEEESEGREGREEe® o v e v
-3

ﬂ

% Total Width Basedne  Resolution

) 2016-01-21.09-46-39_mABL1 Prep20160121 QCI0) - Compass for iCE [ o ] |
File Edit View Instrument Window Help
£ Mutkers [ Sampies) () = R etch (1L o Sy (EEE A
[ Expaiment O [ Gragh b IE =
1 System Suitabin. AL Sys] 36,000 M 405 Peakl K5 Mir 590
1 mAb il Bk A2 mi 34000 ?u;c:‘:?-*“
“3 mith 11 Rel. A3 mall %2000 Peaks | Peaks
4 mah 1l Prep 2. Ad mi) 30,000
8 man1lPrep2. &8 ma 28,000 -»llu.s:g.
8 mib 1l Prep2 A w2000
7 mab 11 Ref. St A3 mid 24000
8 miab 11 Bank A2 mi qm
!m
£ 1a000
i
12000
10000
800
600
4000
2000
200
w2 [CI 50 55 ] [ 70 75 [T [ TR T TR 1)
P
/58 st T pections| ET)
Injecticn Sample  Prak  Name  Position % Total Wadth Baseline  Hesclution M
s man 11 Ref. .. LTIt
=] ' -

User Guide for Maurice, Maurice C. and Maurice S.



page 24 Chapter 4: Compass for iCE Overview

Screen Panes

Each of the Batch, Run Summary and Analysis screens have multiple panes that let you view the individual
components of a batch, method or data file. Each pane has a labeled tab and a unique icon. We'll describe
panes specific to each screen later in the individual screen sections.

The active pane in a screen is blue. To view a pane, click in the pane or on its tab. The example below shows
panes in the Batch screen, and the Graph pane is active:

|E Experiment =0 | ke Graph

|| Injection Sample Location Me” I

Title Bar

In the title bar you will see the batch file name and the icons that allow the main Compass for iCE window to
be minimized, maximized or closed.

| & MW ladder assigned_ MW Ladder Sol TestIS final QC 110 ms Maurice CE-SDS - Compass for iCE E@lﬂl

Main Menu

Access to various software, instrument and screen operations is available through the main menu. More
details on menu commands can be found in “Software Menus” on page 25.

|Fi|e Edit View Instrument Window Help

Instrument Status Bar

The instrument status bar is used to start batches and cleaning protocols, indicate system status and show
run progress. More details on instrument control and status can be found in Chapter 10, “Controlling Maurice,
Maurice C. and Maurice S.".

File Edit Instrument Window Help

°_ Running m -_—— |
\.: Tue 10:49 AM Wed 9:39 AM
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NOTE: You will only see the instrument status bar when Compass for iCE is connected to an instrument.
There is no status bar on computer workstations that you're only using for data analysis.

Screen Tab

The screen tab lets you move between Batch, Run Summary or Analysis screens and is located in the upper
right corner of the main window. Just click a button to view a screen.

Fﬂw ]ﬂ_|| Run Surmmary j,EE Analysis

View Bar

The view bar is only displayed in the Analysis screen as part of the main menu, and allows you to switch
between viewing standards or sample data, data for a single injection or all injections in the batch, or
grouped injection data. View bar options are in “Viewing Run Data” on page 295 for clEF applications or
page 205 for CE-SDS applications.

= Markers | E] =

Compass for iCE Status Bar

The status baris in the lower right corner of the main window. It displays active software processes and their
progress.

Analyzing: MW ladder as...urice CE-5D5 &

Software Menus

Some of the items in the Compass for iCE main menu are available in specific screens only, and menu com-
mands change depending on which screen is active. You can find menus and commands available for each
screen in the Chapter 5, “clEF Batches”, Chapter 6, “CE-SDS Batches”, Chapter 9, “Run Status”, Chapter 12, ‘clEF
Data Analysis”and Chapter 11, “CE-SDS Data Analysis”.
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File Menu

The File menu contains basic file commands.

Edit Menu

Edit View Instrument

Open Run 3
Add Run 3

Close

Close All

Save

Save As...

Export Tables...
Export Spectra 4

Injection Report...

Exit

Chapter 4: Compass for iCE Overview

The Edit menu contains basic editing commands, analysis and preferences options. Specific details on pref-
erences are described in Chapter 13, “Setting Your Preferences”.
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View Menu

The View menu is only available in the Analysis screen, and allows you to change how your data is displayed.
For more info on view options check out “Viewing Run Data” on page 295 for clEF applications or page 205
for CE-SDS applications, and “Using Groups” on page 306 for clEF applications or page 216 for CE-SDS appli-

cations.

Instrument  Window View | Instrument Window
@ | Selected @ Selected

All All

Standards Markers
@ Samples @ Samples

Grouping Grouping

View Region... View Region...

Show Hidden Show Hidden

Instrument Menu

The Instrument menu is only available when the software is connected directly to your instrument. You can
lean more about instrument control options in Chapter 10, “Controlling Maurice, Maurice C. and Maurice S."

[ Instrument | Window Help

Start

Cartridge Cleanup
Self Test

Runs...
Properties...
Update 3

Disconnect

Window Menu

The Window menu lets you to switch between the Batch, Run Summary or Analysis screens, and restore
screens to the default layout.

[ Window | Help

Batch

Run Surmmary

Analysis

Default Layout

- Batch - Displays the Batch screen where you create, view, and edit batches.
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+ Run Summary - Displays the Run Summary screen which lets you view the status of a batch in prog-
ress.

- Analysis - Displays the Analysis screen that lets you view electropherograms and results and change
analysis parameters

- Default Layout - Restores the individual panes in the current screen back to their default size and
location.

Help Menu

The Help menu gives you access to Help, software updates, release notes and other software info.

User Guide

Check for Updates
Release Motes

Compass foriCE Log

About Compass for iCE

- User Guide - Displays the User Guide for Maurice, Maurice C. and Maurice S.
Check for Updates - Automatically checks to see if a new version of Compass for iCE is available.
Release Notes - Displays the software release notes for the current and prior versions.
Compass for iCE Log - Displays the software log file.

- About Compass for iCE - Displays the software version and build information.

Changing the Compass for iCE Main Window Layout

You can easily resize the main window and the individual panes in each screen. Screen panes can also be
moved outside of the main window.

Resizing the Main Compass for iCE Window

To resize the main window, roll the mouse over a corner or border until the sizing arrow appears. Then just
click and drag to resize.

User Guide for Maurice, Maurice C. and Maurice S.



Changing the Compass for iCE Main Window Layout page 29

Resizing the Screen Tab

The screen tab can be sized to show all or just some of the screen buttons. To resize, roll the mouse over the
left edge of the tab until the sizing arrow appears, then click and drag to resize. If a screen button is hidden,
a double arrow will display in the tab. Just click to display and select the hidden screen.

t’_m Run Summary

Resizing Screen Panes

- Toresize a pane - Roll the mouse over the pane border until the sizing arrow appears. Then just click
and drag to resize.

- To maximize a pane - Click the maximize button in the upper right corner or double-click the tab.

Batch {m Run Surmmary

| Maximize
The other panes in the screen will automatically minimize to pane bars in the task area along the win-
dow border.
£ MW tadder assigned MW Ladder Sal Test 15 final X 110 ms Mausice CE-505 - Compas for (CE [ © i |
Fde Edit | View | Instument Window Help
= Sunduds [ Sapler]| = [F) e ({h R Sumary (T by
L Guph TE=_"-*
Eis © e £
n 5 H NaHC
i HE | A\
E [ 2
Relafive Migration Time
[
%IS
g L wa 4B 1% L W L
¥ 7 g I 4 ! :
E 1 B
Relative Migration Time
= 13
?IS
E ': H 2k0n 0 #0e 1030a F——
S | S, GRS | W NS -
! I Relatve Migration Time :
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EID 'f M N:i'HZ
35‘ L . _ 1 J{( R J'\J
! ' Relatve Uigraticn Time :
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- Torestore all minimized panes - Click Restore on the minimized pane bar.

=

£ Restore

To restore only one minimized pane - Click the pane icon on the minimized pane bar.

- To restore a maximized pane to its original size - Double-click the tab or right click the tab and
click Restore.

L& Graph
Detached
g Restore
E 15 Move 3
S 10 Size
2 5 Minimize
S
= 0 Maximize
=
Close

- To restore all panes to their original sizes - Select Window in the main menu and click Default
Layout.

Changing the Location of Screen Panes
Panes can be moved to different locations within a screen.

To move a pane - Click on its tab and drag it to the new location. As the pane is moved, area guides
will display to assist you in choosing a drop location.

¥ Area guides with a black arrow let you know that if the pane is dropped at that location, it will
be resized and relocated as an individual pane in that area of the screen.

= Area guides with a folder let you know that if the pane is dropped at that location, it will be
added as a new tab in an area with one or more pane tabs.
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Area guides with a window let you know that if the pane is dropped at that location, it will be a
separate window outside the Compass for iCE main window.

This example shows the Analysis screen after moving the Graph pane:

£ MW Ladder assigned MW Ladder Sal Test IS final € 110 ms Maurice CE-S05 - Compass for iCE [ |
Fle Edit Vew Instument Window Help
= S (50 (B D Wt sy (FTE)
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4 5« Alphs B

5 15 - Fracen P3 B2

& B-TP .13

7 K-T2P3 B

[ 5-TIFY 23

] ControlLadder A2

i .

- To detach a pane from the main window - Click on its tab and drag it outside the main Compass for
iCE window or right click the tab and click Detached.

Detached
Restore
14
Move 3
13 ]
Size 3
12
Minimize
1
10 Maximize
5 9 Close
=

- To move a detached pane back inside the main window - Right click the tab and deselect
Detached.

- To restore all panes to their original locations - Select Window in the main menu and click
Default Layout.
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Restoring the Main Window to the Default Layout

To restore screen pane sizes and locations to the original Compass for iCE layout, select Window from the
main menu and click Default Layout.

Software Help

Select Help and click User Guide to view Maurice Systems User Guide,

Checking for and Installing New Versions of Compass for iCE

The software can automatically check to see if a newer version of software is available. To do this:
1. Make sure the computer being used has an active internet connection.

2. Select Help and click Check for Updates. If an update is found, a screen will display with the new ver-
sion that's available.

3. (lick Finish to start the download and install the update.
4. Follow the on-screen instructions to complete the software installation.

5. Reboot the computer before using the new version of software.

Viewing Release Notes

Select Help and click Release Notes to view a PDF with feature updates and bug fixes for new and past ver-
sions of Compass for iCE. We recommend you review these notes whenever a software update is installed.

NOTE: You can contact ProteinSimple Technical Support to request the release notes for new versions of
Compass for iCE before you install it.
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Viewing the Software Log

Select Help and click Compass Log to view the software log file.

Compass for iCE Version Information
Select Help and click About Compass for iCE to view the software version and build number information.

fz+ About Compass for iCE @M

Compass foriCE

Version: 1.0.15
Build 1D: 0222

Control and data analysis for Proteinsimple Maurice instruments

Copyright © 2003-2016 ProteinSimple. All Rights Reserved.

Installation Details
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Directory and File Information

The main Compass for iCE directory is located in the Program Files folder, and also contains PDF files of the
User Guide for Maurice, Maurice C. and Maurice S.

Organize Include in library Share with + Burn New folder
4 | Program Files o MName ’ Date modified Type Size
> Adobe | configuration File folder
b ATT | Examples File folder
- Bonjour | features 2/11/2016 204 PM  File folder
i - z"mm”:“e; L jre 2/11/2016 304 PM  File folder
| Compassfori §
1. configuration 6 . Fflﬁfmdﬁ
L plugins File folder
b Bamples i templates 2/11/2016 304 PM  File folder
P features [ .eclipseproduct 2/8/20128:36 AM  ECLIPSEPRODUCT... 1KB
P e | artifactsxml XML Document 39KB
b2 . (& Compass for iCE.exe Application 43 KB
v plugine £ | Compass for iCEini 2/10/2016 3:35 PM Configuration sett... 1KB
P templates & Compass_for iCEico 2010/2016336 PM  Icon 29 ke
= Compass_for_iCE_data_fileico Icon 15KB
277 eclipsec.exe Application 18 KB
E] epl-v10.html 2/8/2012 8:36 AM HTML Decument 17KB
(B license.rtf 2/10/2016 3:31 PM Rich Text Format 168 KB
" Maurice User Guide,pdf Adobe Acrobat D... 12198 KB
E] notice.html 2/8/2012 8:36 AM HTML Decument 9KB
] welcome.rtf 2/10/2016 3:31 PM Rich Text Format 1KB

Batch and run files are located in the Documents folder in the User directory on your computer:

@vvh » Libraries » Documents » My Documents » CompassforiCE b

Orgenize > Sharewith Bum  Mew folder
4[4 Libraries Documents library
4 [ Documents Compassfor iCE
4 1 My Documents Name 3 Date modified Date created Type St
i Add-in Express
A 1! Batches 1/18/2016 539 PM 1/13/20168:24 PM File folder
o e J! New Batches 1/13/2016 8:24 PM 1/13/2016 8:24 BM File folder
- ; ) Runs 1/17/2016 8:41 PM 11/11/2015 4:46 PM File folder
4 |, Compass foriCE |
P = DemoData_Maurice clEF.mbz 1/18/2016 11:38 AM 1/18/2016 1133 AM Maurice data file. 793 KB
]
J{ New Batches
> Runs

- Batches Folder - Contains all batch files that you've saved.
- New Batches Folder - Contains Maurice batch template files.

- Runs Folder - Contains all batch data files. Data is automatically written to this folder.
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NOTE: When a Compass for iCE software update is performed, the template s in the New Batch folder are
overwritten. If you have customized these batches, we recommend saving them in a unique subfolder
prior to updating the software, then transferring them back to the New Batch folder after the update to
avoid losing your customizations.

File Types
These file types are used by Compass for iCE:

Batch Files - Use a *.batch file extension.

Run Files - Use a * mbz file extension. The default file format for run files is Date_Time_BatchName.
An example run file name would be 2016-01-28_18-50-53_CE-SDS.mbz.

Analysis Settings Files - Exported analysis settings files use a *.settings file extension.
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Chapter 5:

clEF Batches

Chapter Overview

Batch Screen Overview

Opening a Batch

Creating a New Batch

Viewing Replicate Injections

Batch History

Making Changes to a Batch

Viewing and Editing Batches in Completed Runs

Batch Reports
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Batch Screen Overview

You can use the Batch screen to create, view, and edit batches. To get to this screen, click the Batch screen
tab:

ﬁ]_h Run Surmmary E_EE Analysis

Batch Screen Panes

The Batch screen has five panes:
- Layout - Displays a map of either the 96-well plate or 48-vial tray of batch sample locations.

- Injections - Lists the injections, sample ID, sample locations and methods that Maurice or Maurice C.
will execute for each sample in the batch.

+ History - Lists all batch file events from initial creation to the most current update.
+ Notes - Lets you enter specific information about your batch.

+ Methods - Lets you create methods and enter method parameters used in the batch.

0 2016-01-21_05-46-39_mab11_Prep201601.21 CQCI) - Comnpass for iCE —
Fle Edit Insrument Window Help
() Wnsrm Wit
Hatch 2016-01-21_00-46-25_mAbll_PrepX0160121 QC0) 77 Injections ey History) T Motes B add Ul ephcate [X femone @ @ = O
- =0 Sample Locetion  Methed Motes
: 1 System Suitability a System Suiablity
N we - o - X H mi 11 Eark a2 il Method
H il 11 e, St a mAl Method
e Fita Waim 2 4 mAb 1l Prep U60IZL M mAb Method
.o o s mabllPrep MIGNN A8 mib Method
& mlh 11 Prep 0060121 A4 mab Method
(o] 7 il 11 e, St a mAl Method
e ] mlh 11 Blank a2 mAb Method
12 345 6 7 8
~Q000
1]
c
D
E
F
-
New Remove
Name Separstion Detection  Semplelead () plMakes  Amphohtes  Addives
System Sutablity 1.0 min 1500 Vilts, 4 5 min 3000 Vokts SBpewres 55 33,1047
mAb Methad 1.0 min 1500 Velts, 63 min 3000 Vohs Shpowres 55 405,090
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Software Menus Active in the Batch Screen

These main menu items are active in the Batch screen:

File

Edit

Instrument (when the software is connected to Maurice or Maurice S.)
- Window
- Help
File Menu

These File menu options are active:

Edit Instrument Win

MNew Batch 3
Open Batch 3
Save

Save As...

Batch Report...

Exit

New Batch - Creates a new batch from a starter template.
Open Batch - Opens an existing batch.
Save/Save As - Saves the open batch.

- Batch Report - Exports a table of sample and method details for each injection in the batch as a PDF
file.

Exit - Closes Compass for iCE.
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Edit Menu

The following Edit menu options are active in the Batch screen:

Instrument Window Help

Cut Ctrl+X
Copy Ctrl+C —

I
Paste Ctrl+V -
Plate Layout F| @ 48 \Vials
Default Analysis... 96-well Plate

Preferences - | | 3
Air

« Cut - Cuts the information currently selected.
+ Copy - Copies the information currently selected.

- Paste - Pastes the copied information.

NOTE: Cut, Copy and Paste work differently depending on the pane you're in. How and when you can use
them is described throughout the chapter.

- Plate Layout - Lets you select between a 96-well plate or a 48-vial tray to run samples in.

- Default Analysis - Displays the default settings that will be used to analyze the data generated with
your batch.

- Preferences - Lets you set and save your preferences for data export, graph colors, grouped data and
Twitter settings. See Chapter 13, “Setting Your Preferences”for more information.
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Opening a Batch

To open an existing batch:

1. Select File in the main menu and click Open Batch.

Edit Instrument Window Help

MNew Batch ¥

Open Batch 4 Maurice cIEF 011816

Save Maurice CE-5D5 sample batch
Save As... Maurice cIEF

Maurice CE-5D52

Ll T Maurice CE-SDS Gen Meth
Exit

L I = W o)

Browse...

2. Alist of the last five batches opened will display. Select one of those or click Browse to open the
Batches folder and select a different one.

3. To make changes to the batch, see the steps in “Creating a New Batch” on page 42. When you're done,
select File from the main menu and click Save.
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To create a new batch, we recommend that you use one of the template methods and make any necessary

modifications from there.

Step 1 - Open a Template Batch

1. Select File in the main menu and click New Batch:

Edit Instrument Window Help
MNew Batch
Open Batch

Maurice cIEF
Maurice CE-5D5

Save

Save As...

|11_Prep20160111_QC(0]2

NOTE: If you're using a Maurice system, both clEF and CE-SDS template batches are available in the menu.

2. Select Maurice clEF. A batch using the default method will display.

5 Maurice clEF - Compass for iCE = &
Fle Edit Instrument Window Help
W ] s
Batch: Maurice cIEF 77 Injections ey History) T Motes B adi Jl| Repleate [X 3 B0
T Loyow =0 Sample 1D Locstion  Method Hotes
z 1 Sample 1 Al System Suitability
we - ko -
ME FiCal Water A
e
11345 8T8 mnn

@

"

©

o

L]

[

a
T Methods =n

Hew

HName Separation Detestion Sempleload s plMarkers  Amphobtes  Additives
System Suiability 1.0 miin 1500 Vielts, 4.5 miin 3000 Velts SEposures 55 338, 1007
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Step 2 - Assign Your Samples
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The Layout pane shows the default locations of where batch reagent should be placed in your Maurice sys-
tem’s samples and reagents platform, and a map of either the 96-well plate or the 48-vial tray used for sam-

ples.

=08

oo 10"(: -

‘+ Add - (x Remowve

=08

10°C -

‘+ Add - (x Remowve

MC Fl Cal Water
Water

o

i 4 5

m o om O N m

Air

Q

B 7 8

MC Fl Cal Water
Water

1 2 3 4 5 & 7

I 0 " moOoOO@ B

Air

Q

2 % 10 N 12

The same reagent locations are used for every batch:

P1-0.5% Methyl Cellulose with blue pressure cap
P2 - Fluorescence Calibration Standard with blue pressure cap
P3 - Water vial with blue pressure cap

P6 - Empty vial (air) with blue pressure cap

N1 - Water vial with clear screw cap

1. To assign samples, select 48 vials or a 96-well plate depending on what you're running. Clicking on the
vial/plate icon toggles between formats.

=08

‘+ Add - (x Remowve

MC Fl Cal Water
—

2. Toselect samples:

Air

Q

=08

10°C -

‘+ Add - (x Remowve

MC Fl Cal Water

000

Air

Q

Add samples and select methods later: Use your mouse to highlight the well or vial positions
your samples are located in, then click Add. For this example we're using vials.
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NOTE: The template batch automatically adds a sample in well or vial A1 by default, but if you don't have
a sample in this position you can remove it after you've added new positions for your samples.

=08

Uﬂm"c - ‘(-l'mm v‘(x Rernave

MG FlCal Water Add samples in selected locations

Water

1 5 () T 8
»00O00

m om g N om

- Add samples with preassigned methods: Highlight the well or vial positions your samples are
located in, then right-click and select a method.

yout =g
10°C ~ o Add ~ X Rernove
@ ©

MC  FiCal Water Air

000 'O

Either option of adding samples populates the Injections table:
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2T Injections Historﬂ T Nots}

[ Add ||| Replicate |X Remove = 5 = O

Sample ID
Samplel
Sample 2
Sample 3
Sample 4

B ha e

Location Method

Methodl
Methodl
Methodl
Methodl

EEBE

Notes

To remove samples, just highlight the ones you want to remove and click Remove. They'll also be
removed in the Injections table. You can also right-click well(s) or vial(s) in the Layout pane and click

Remove Sample(s).

=5 Sample ID

oo -. 0°C -

1 Samplel

‘+ Add V‘(x Remove 2 Sample 2

MC Fl Cal Water
Water

1 2 4 5
» 0000
B

Air

Q

B 7 8

3 Sample 3
[ Remove samples from selected locations

3. The sample platform is temperature controlled with a default setting of 10 °C. To change the tempera-
ture or turn it off, click the down arrow next to the temperature and select an option.

NOTE: The two reagent rows are kept at room temperature.
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Step 3 - Assign Your Method Parameters

NOTE: We recommend using the default method parameters. Please see the Maurice clEF Method Devel-
opment Guide for more information on method optimization.

The Methods pane lists all of the methods used in a batch. You can add and remove methods here and
change method parameters.

1. Inthe Methods table, click the first cell in the Name column and enter a new method name if needed.

Methods
Name Separation Detection Sample Load (s) pl Markers Ampholytes Additives
Method 1] 1.0 min 1500 Volts, 4.5 min 3000 Volts 5Exposures 55 338,017

2. Click the first cell in the Separation column, then click the selection button [...] to set the pre-focusing
and focusing time (in minutes) and voltage (V).

7 Methods f:+ Separation Profile ﬂ
Mame Separation [ Add ] ’ emens ]
S ] A
Methodl Voltage 2 Steps =) Time (min) Voltage (Volts)
1.0 1500
45 3000
[ ok ][ Concer |

« To change time and voltage parameters: Just click in a cell under Time or Voltage and type
the new value(s).

- To add a profile step: Click Add. A new row will be added in the table. Then just type in a load
time (in minutes) and voltage value (in V).

- To remove a profile step: Select the row you want to remove and click Remove.
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3. Click the first cell in the Detection column the selection button [...] to set your exposure times for
absorption and fluorescence detection modes.

" Methods (& Detection Profile ==
R K [ Add ] ’ Remove ]
MName Separation Detection
Methodl 1.0 min 1500 Volts, 4.5 min 3000 Volts 5 Exposures [ ——> | | gposure (seq) Type -
0.0050 absorbance
3 flucrescence E
5 flucrescence
10 flucrescence
20 fluocrescence -
[ ok ][ Concer |

+ To change the exposure time: Just click in a cell under Exposure and type the new value(s) in
seconds.

NOTES:
The first exposure is an instrument default setting and can't be changed.

Fluorescence is the default detection for the remaining exposures and can't be changed.

- Toadd a profile step: Click Add. A new row will be added in the table. Then just type in an expo-
sure time (in seconds).

- To remove a profile step: Select the row you want to remove and click Remove.

4. Click the first cell in the Sample Load(s) column and set the load time in seconds.

NOTE: We recommend using the default Sample Load time of 55 seconds. Please contact ProteinSimple
Technical Support if you have questions on the Sample Load time to use for your application.
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MName Separation Detection Sample Load (s)
Methodl 1.0 min 1500 Veolts, 4.5 min 3000 Volts 5 Exposures

5. Click the first cell in the pl Markers column to select pl markers. Add new markers or remove existing
ones then click OK.

NOTE: When you edit the pl markers in the method for a batch, Compass for iCE automatically creates a
Markers group in the pl Markers Analysis settings for you.

(& pl Markers =5
Separation Detection Sample Load (s) pl Markers
1.0 min 1500 Volts, 4.5 min 3000 Volts 5 Exposures 55 3.38 1017 E] Eam— pl Markers:
pl Position
338 250
1017 1,700
[ ok ][ cance |

- To add a pl marker: Click Add. A new row will be added in the table. Then just type ina pland a
position (in pixels).
- Toremove a pl marker: Select the row you want to remove and click Remove.

6. Optional: Click the first cell in the Ampholytes column and enter the ampholytes you're using.
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Mame Separation Detection Sample Load (s) pl Markers Ampholytes Additives
Methodl 1.0 min 1500 Volts, 4.5 min 3000 Volts 5 Exposures 55 338, 1017 Pharmalyte 3-10

7. Optional: Click the first cell in the Additives column and enter any additives you're using.

Mame Separation Detection Sample Load (s) pl Markers Ampholytes Additives
Methedl 1.0 min 1500 Volts, 4.5 min 3000 Volts 5 Exposures 55 3.38,1017 Pharmalyte 3-10  Urea

8. You can now:

«  Click New in the upper right corner of the Methods pane to add a new one if you want to use dif-
ferent methods for different samples. Then just repeat the steps above for the new method.

- Make updates to the remaining methods by repeating the prior steps.
« Select a method and click Remove in the upper right corner of the Methods pane to delete it.

Step 4 - Set Up Your Injections

The Injection pane lists all sample injections for the batch. Any samples that were added in “Step 2 - Assign
Your Samples” are automatically added to this list.

Selecting an injection in the table also selects the sample the injection will be made from in the plate or vial
map in the Layout pane and vice-versa.
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‘ Batch: Maurice clEF ‘Mﬂ; Historﬂ T- Nots}

Layout =" Sample ID Location Method
1 Samplel Al Methodl
00 1w - CF2id ~ @X Remove || 2 Sample 2 n Methodl
3 Sample 3 A3 Methodl
MC FlCal Water Air 4 Sampled A Methodl
Water - . . . :
1 =l 4 5 B 7 8
0000
B

1. To add sample names, click the Sample ID cell for the injection and type a name.

B H““"’-‘ﬂ'\l T Nots] |# Add ||| Replicate |X Remove & = = O
SampleID Location Method Motes
1 Sample 1 Al Methodl
2 Sample 2 A2 Methodl
3 Sample 3 A3 Methodl
4 Sampled Ad Methodl

The sample name also displays when you hover the mouse over the sample in the plate or vial map:

‘ Batch: Maurice cIEF ‘ Em Injections LL_-; Historﬂ T: Nots}
L. | o i =5 Sample ID Location Method
: 1 Product A Al Methodl
00 1w - CF2id ~ @X Remove 2 Sample 2 n Methodl
3 Sample 3 A3 Methodl
MC  FiCal Water Al 4 Sample 4 24 Methodl

Water h . b . :
i [ 7 i1

2. Assign your methods to each injection. Just click the Method cell for the injection and select a method
from the drop down menu. If you added your samples with pre-assigned methods and don't need to
make any changes, skip to the next step.

== Injections |y History| T Notes| BF 2dd W[ Replicat [X Remove @ @ = O]

SampleID Location Method MNotes
1 Product A Al Methodl
2 Sample2 A2 Methodl
E Sample 3 A3 Methodl
4 Sampled A4 Method2 -
Method2

User Guide for Maurice, Maurice C. and Maurice S.



Creating a New Batch page 51

Hovering over a method name displays the method parameters:

7 Injections . |1, Historﬂ T- Noteq

ample ocation etho otes
Sample 1D Locati Method N
| 1 Product A Al Methodl
2 Sample 2 A2 Methodl ~ |Methodl ] ]
3 Sample 3 23 Methodl Separation: 1.0 min 1500 Volts, 4.5 min 3000 Volts
Detection: 5 Exposures
4 Sample 4 Al Method2 Sarnple Load (): 55

pl Markers: 3.38, 10.17
Ampholytes: Pharmalyte 3-10
Additives: Urea

3. Youcan add or remove injections as needed using a few different options. If you don't need to make any
changes here, just skip to the next step.

- To add sequential replicate injections: Highlight an injection and click Replicate. A new injec-
tion will be added under the row you selected

" Injections L, History| T Notes| [ Add ] Replicate ||X Remove F & = O

SampleID Location Method Motes
Replicate selected injections
1 Product A Al Methodl
2 Sample 2 A2 Methodl
3 Sample 3 A3 Methodl |
4 Sampled Ad Method2

" Injections | History| T Notes| [F Add [{|| Replicate |X Remove = & = O

SampleID Location Method Notes
1 Product A Al Methodl
2 Sample 2 A2 Methodl
| 43 Sample 3 A3 Methodl
4 Sample 3 A3 Methodl
5 Sample4 A4 Method2

- To add injections at the end of the batch: Click on any sample position in the Layout pane or
sample injection in the Injection table and click Add. A new injection using the same sample will
be added to the end of the table. Assign the method if needed.

7 Injections . L H\;tﬂrﬂ T= Noteq i Add ||| Replicate | Remove = = = EI‘

Sample ID Location Method Motes
1 Product A Al Methodl
| 2 Sample 2 A2 Methodl
43 Sample3 A3 Methodl
4 Sample3 A3 Methodl
5 Sampled Ad Method2

- To copy and paste injections: Right-click on an injection in the Injection table and select Copy.
Click on the injection number above where you want to insert the copied injection, right click
and select Paste. The copied injection will be inserted under the row you selected.

Step 5 - Add Batch Notes (Optional)

1. Click on the Notes pane.

2. Clickin the notes area and type any information you want to add about your batch.
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7 Injections | [y History | T *Notes =0

Product testing |

Step 6 - Modify Default Analysis Parameters (Optional)

You can preset the parameters used to analyze data generated with the batch. We recommend using the
default parameters for clEF applications, but if you need to modify parameters:

1. Select Edit from the main menu and click Default Analysis. The following screen will display:

(& Default Analysis: Maurice cIEF B
Advanced 4 R
Advanced
Detection Analysis Settings Analysis Settings: Advanced
Peak Fit Advanced pl Markers
Peak Marmes )
pI Markers Peak Width 15
Allowable Drift 100
Add Remove
Apply Default:
[Ad\.ranced. -
Apply Override:
Apply Te Settings
Add Remove
[ Import... ] [ Export... ] [ oK ] [ Cancel ] [ Apply ]

2. Change the parameters you want to, then click OK. For detailed information on analysis parameters,
please refer to “Analysis Settings Overview” on page 334.
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Step 7 - Save Your Batch

1. Once all of your sample, method and injection info is entered, select File > Save. Enter any comments
on the batch if you want, then click Save.

=+ Save Batch Comment ﬁ

Batch: Maurice cIEF

Comment:

Save ] ’ Cancel

2. Enter a name for your batch then click Save.

Viewing Replicate Injections

Injections with replicates have an arrow next to the injection number. You can expand or collapse the list of
replicate injections by toggling the arrow:

7 Injections . |1, Historﬂ T- Noteq 7 Injections . |1, Historﬂ T- Noteq

Sample ID Location Method Sample ID Location Method

p1 Product A Al Methodl [ a1l Product A Al Methodl
- 6 Product B A2 Methodl 2 Product A Al Methodl
11 Product C A3 Methodl 3 Product A Al Methodl
12 Product D Ad Methodl 4 Product A Al Methodl
13 Product B A5 Methodl 5 Product A Al Methodl
14 Product A Ab Method2 - 6 Product B A2 Methodl
15 Product B Bl Method2 11 Product C A3 Methodl
16 Product C B2 Method2 12 Product D Ad Methodl
17 Product D B3 Method2 13 Product E A5 Methodl
18 Product B B4 Method2 14 Product A Ab Method2
19 Test B5 Method2 15 Product B Bl Method2
20 Test BS Method2 16 Product C B2 Method2

- To show all replicate injections in the batch, click the Expand All Injections button.
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mtlm History | T Notes|
SampleID Location Method
| 41 Product A Al Methodl
2 Product A Al Methodl
3 Product A Al Methodl
4 Product A Al Methodl
5 Product A Al Methodl
a6 Product B A2 Methodl
7 Product B A2 Methodl
8 Product B A2 Methodl
9 Product B A2 Methodl
10 Product B A2 Methodl
11 Product C A3 Methodl
12 Product D A4 Methodl
13 Product E A5 Methodl
14 Product A AB Method2
15 Product B Bl Method2
16 Product C B2 Method2
17 Product D B3 Method2
18 Product E B4 Method2
19 Test E5 Method2
20 Test B& Method2

[# Add |{|| Replicate | Remove |El S EW
Notes Expand All Injections
I

To hide all replicate injections in the batch, click the Collapse All Injections button.

[# Add ||| Replicate |X Remove |E| = Eq
=
Notes Collapse All Injections

Batch History

m“l‘” History| F: Notes|
SampleID Location Method
! Product A Al Methodl
r 6 Product B A2 Methodl
1 Product C A3 Methodl
12 Product D A4 Methodl
13 Product E A5 Methodl
14 Product A Al Method2
15 Product B Bl Method2
16 Product C B2 Method2
17 Product D B3 Method2
18 Product E B4 Method2
19 Test E5 Method2
20 Test B& Method2

Clicking on the History pane shows the batch event history, starting with the date and time the batch was
created through the most current event. Clicking on a row in the table displays the full event details in the

box under the table.
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Making Changes to a Batch
" Injections | [y History . T Notes] =8
Date User Name Message Comment
| 01/21/2016 9:38 AM Batch created using the factory default Maurice ...
01/21/2016 9:47 AM Save protocol and template changes Auto-saved
Time 01/21/2016 9:38 AM User

Message

Comment

Batch created using the factory default Maurice cIEF

You can copy the information in the History pane to use in other documents:

1. Click the History pane to make sure it's active.

Date: Date and time of the batch event.

User Name: User that initiated the event. User names only display if you're using the Access Con-
trol feature to help satisfy the 21CFR Part 11 data security requirements. Go to “Enabling Access
Control” on page 391 to learn how to set it up.

Message: Description of the event that took place.

Comment: Comments entered by the user when the batch was saved.

2. Click Edit in the main menu and select Copy.

3. Openadocument and click Paste.

Making Changes to a Batch

1. Select File in the main menu and click Open Batch.

Edit Instrument Window Help

MNew Batch 3
Open Batch 3
Save

Save As...

Batch Report...

Exit

Maurice cIEF 011816

Maurice CE-5D5 sample batch
Maurice cIEF

Maurice CE-5D52

Maurice CE-5D5 Gen Meth

Browse...
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2. Alist of the last five batches opened will display.

- Select one of these files or click Browse to open the Batch folder and select a different one.

- Toopen a batch used in a run file, click Browse. Go to the Run folder in the Compass for iCE direc-
tory and select the run file that uses the batch you want to edit.

@uv\ ) » Libraries » Documents » My Documents » CompassforiCE »

Organize »  Sharewith »  Bum  Newfolder
4 Libraries Documents library
4 [ 3] Documents Compass for iCE
4 Wl Wy Documients Name ’ Date modified Date crested Type Size
| Add-in Express
Adabe |. Batches 1/18/2016 5:39 PM 1/13/2016 8:24 PM File folder
L
" Clierits . New Batches 1/13/2016 8:24 PM 1/13/2016 8:24 PM File folder
i - = 1 J. Runs 1/17/2016 8:41 PM 11/11/2015 4:46 PM File folder
| Compass foriCE |
« DemoData_Maurice clEF.mbz 1/18/2016 11:38 AM 1/18/2016 11:38 AM Maurice data file. 798 KB

|| Batches
| Mew Batches

& 0 Runs

3. Tomake changes to the batch, see the steps in “Creating a New Batch” on page 42. Then select File from
the main menu and click Save or Save As.

Viewing and Editing Batches in Completed Runs
1. Click the Analysis screen and open your run file(s).
2. After the run opens, click the Batch screen to view the batch used with the run.

If you opened more than one run file, you can switch between viewing batches for each file. Just click
the down arrow in the Run box and select the batch you want to view from the drop down list.

Run: {2015-12-06_15-13-01_Maurice cIEF_Mabll_Te | ‘

Lat 2016-01-21_09-46-39_mAbll_Prep20160121_QC(0) =H)
j 2015-12-06_15-13-01_Maurice clEF Mabll TechRep S

g we - CF2od ~ €X Remove

3. Incompleted run files, you can only make edits to the sample and method names in a batch, and these
changes are saved to the run file only. Update sample and method names as needed.

4. Click the Analysis screen. Then select File from the main menu and click Save or Save As to save the
new changes to the run file.
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Batch Reports

You can export a PDF file of sample and method details for each injection in the batch for completed run
files.

1. Goto the Analysis or Run Summary screen, then click File > Open Run and select a run file (if you
don't have one open already).

2. After the run opens, go to the Batch screen.

3. Select File from the main menu and click Batch Report.

Edit Instrument Windo

MNew Batch 3
Open Batch 3
Save

Save As...

Batch Report...

Exit

4. The report name defaults to the run file name. If you want to change it, type in the Report Name box to
make updates.

(& Batch Report =5
Run: 2016-01-21_09-46-39_mAb11_Prep20160121_QC
Report Narme:

2016-01-21_09-46-39_mAbll_Prep20160121_QC

Location: C:\Users\User\Documents\Compass for iCE\Runs

[ ok ][ Cance |

5. The Batch Report PDF is exported to the Runs folder in the Compass for iCE directory. It'll be in a folder
with the report name used in the prior step. When the reports are done, the folder opens for you auto-
matically.
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Organize * Include in library + Share with » Bum New folder
[ Favorites A Nome . Date modified Type Size
j Links 1: 2016-01-21_09-46-39_mAb11_Prep20160121_QC_Batch.pdf 1/2472016 1:04 PM Adobe Acrobat D... 265 KB
{E| My Documents
| Add-in Bxpress
| Adobe
Il Clients
|\ Compass for iCE
| Batches
1 New Batches
B Runs
| 2015-12-06_15-13-01_Maurice cIEF_Mab11_TechR
| 2016-01-21 09-46-39_mAbll Prep20160121 QC_F
h 78664 P3 15 2015-11-30_16-49-49 MW Ladder Sol
Here's an example Batch Report:
clEF Batch: Maurice clEF
Injection Sample ID Location |_ Mathod o Sample Load (s) | Standards (pl) Amph Additives
1 System Suitability Al System Suitablity 1.0 min, 1500 Volts @0 3.38 1017
4.5 min_ 3000 Volts
2 méb 11 Blank A2 mAb Mathod 1.0 mm, 1500 Volis a0 405 9599
6.0 min, 3000 Volts
3 |mAb 11 Ref Std. A3 |mAb Method 1.0 min, 1500 Volts 0 405 990
[6.0 min, 3000 Voits
4 |mAb 11 Prep 20160121 A4 |mAD Method 1.0 min, 1500 Volts 90 305 999
.0 min_ 3000 Voits
5 mAb 11 Prap 20160121 Ad mAb Method 1.0 min, 1500 Volts 290 405 999
.0 min, 3000 V4
6  |mAb 11 Prep 20160121 A4 |mAb Method 1.0 min, 1500 Volts 90 405 999
6.0 min, 3000 \Volts
7 mab 11 Rel. Sid Al mAb Method 1.0 min, 1500 Volts o0 405 999
6.0 min_ 3000 Volts
a8 mAb 11 Blank A2 mAb Mathod 1.0 min, 1500 Volls <0i]) 405 999
6.0 min, 3000 Volts
Created:  Thu 1:51 PM Feb 25, 2016 Croated By:  Usor .
C WiserdUserDocumentslCompess for CERISI216.01.21_09-46-39_mAb1_Prop20160121_QG(0) mbz protein|

Computer: JRichards

User Guide for Maurice, Maurice C. and Maurice S.



page 59

Chapter 6:

CE-SDS Batches

Chapter Overview

Batch Screen Overview

Opening a Batch

Creating a New Batch

Viewing Replicate Injections

Batch History

Making Changes to a Batch

Viewing and Editing Batches in Completed Runs

Batch Reports
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Batch Screen Overview

You can use the Batch screen to create, view, and edit batches. To get to this screen, click the Batch screen
tab:

nl]_|| Run Surmmary E_EE Analysis

Batch Screen Panes

The Batch screen has five panes:
- Layout - Displays a map of either the 96-well plate or 48-vial tray of batch sample locations.

- Injections - Lists the injections, sample ID, sample locations and methods that Maurice or Maurice S.
will execute for each sample in the batch.

+ History - Lists all batch file events from initial creation to the most current update.
+ Notes - Lets you enter specific information about your batch.

+ Methods - Lets you create methods and enter method parameters used in the batch.

5 NOW Lacidier assigned MW Ladder Sal Test IS final GC 110 ms Maurice CE-505 - Compass for iCE —
Fie Edit Instrument Window Help
(R (W o Sy 4 s
Ruan: W ladder assigreed MW Ladder Sol Test 5 final QC 110 ma b | T Injections . i History T Motes B add ||| Replicate [X Remove 3 B = 0
v =0 Sample Locstion  Method Hotes
1 196 System Contrel Al Methodl
9 0 - o - X H Control Laddes a Method?
3 Test Ladder 3 Method2
G G2 W Sen Wan A . - Alpha - Methodl
..o..o 5 15 - Frazen P2 B Methodl
& B-TIP3 e Methodl
o o 0 7 15-T2P3 B Methodl
iatar Viatar e [ 5-T3IF3 B Methodl
12 03 4 5 & 7 8 ] Contrel Ladder I+ Method2
A ..o 10 Test Ladder A3 Method?
u 15+ Alpha Bl Methodl
00000 2 e 2 s
c 13 K-TLPR B Methodl
1" B-T2P3 B Methodl
o 15 5-T3F3 & Methoril
E 16 Contral Ladder a2 Method2
n Test Ladder 2 Method2
F i3 - Alphs B Methadl
19 15 - Frazen P3 [+ Methodl
) 5-TLF3 [} Methodl
2 - T2P3 B Methodl
T Methods =n
HName Sample Losd Separation
Methodl 20 sec 4600 Volts 0.1 min 1150 Volts, 0.1 min 3450 Volts, 250 min 5750 ¥._
Method2 20 sec 4600 Volts 0.4 min 1150 Volts, 0.8 min 3450 Volts, 30.0 min 5750 V..
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Software Menus Active in the Batch Screen

These main menu items are active in the Batch screen:

File

Edit

Instrument (when the software is connected to Maurice or Maurice S.)
- Window
- Help
File Menu

These File menu options are active:

Edit Instrument Win

MNew Batch 3
Open Batch 3
Save

Save As...

Batch Report...

Exit

New Batch - Creates a new batch from a starter template.
Open Batch - Opens an existing batch.
Save/Save As - Saves the open batch.

- Batch Report - Exports a table of sample and method details for each injection in the batch as a PDF
file. This menu item is only active for batches in completed runs.

Exit - Closes Compass for iCE.

User Guide for Maurice, Maurice C. and Maurice S.



page 62 Chapter 6: CE-SDS Batches

Edit Menu

The following Edit menu options are active in the Batch screen:

Instrument Window Help

Cut Ctrl+X
Copy Ctrl+C —

I
Paste Ctrl+V -
Plate Layout F| @ 48 \Vials
Default Analysis... 96-well Plate

Preferences - | | 3
Air

« Cut - Cuts the information currently selected.
+ Copy - Copies the information currently selected.

- Paste - Pastes the copied information.

NOTE: Cut, Copy and Paste work differently depending on the pane you're in. How and when you can use
them is described throughout the chapter.

- Plate Layout - Lets you select between a 96-well plate or a 48-vial tray to run samples in.

- Default Analysis - Displays the default settings that will be used to analyze the data generated with
your batch.

- Preferences - Lets you set and save your preferences for data export, graph colors, grouped data and
Twitter settings. See Chapter 13, “Setting Your Preferences”for more information.
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Opening a Batch

To open an existing batch:

1. Select File in the main menu and click Open Batch.

MNew Batch
Open Batch

Save

Save As...
Batch Report...

Exit

3

3

Edit Instrument Window Help

2. Alist of the last five batches opened will display. Select one of those or click Browse to open the

Batches folder and select a different one.

Platform CE-5D52
Platform CE-SD51
Maurice CE-5D53
Maurice CE-5D52
Maurice CE-5D51

Browse...

page 63

3. To make changes to the batch, see the steps in “Creating a New Batch” on page 64. When you're done,

select File from the main menu and click Save.
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Creating a New Batch

Chapter 6: CE-SDS Batches

To create a new batch, we recommend that you use one of the template methods and make any necessary

modifications from there.

Step 1 - Open a Template Batch

1. Select File in the main menu and click New Batch:
Edit I t Window Help
Mew Batch 3 Maurice cIEF
Open Batch 4 Maurice CE-5D5
Save
Save As... |11_Prep201601}‘_1_QC(0]2
NOTE: If you're using a Maurice system, both clEF and CE-SDS template batches are available in the menu.
2. Select Maurice CE-SDS. A batch using the default method will display.
) Maurice CE-505 - Compass for ICE [ o ] |
File Edit Instrument Window Help
() (W, P sumery i Anyi
Batehe Mausice CE-505 T Injections .y Mistory| T Hotes B 2dd Wl Bephcate (X fomove @ @ = O
B o B
9 @ we - i - (X
00000
00 .©
‘6Ildinlllln|1ﬂ
TIT Methods bl = |
Hew
Mamne Sample Load Separation
Reduced lgG 20 sec 4600 Volts 250 min 5750 Volts.
Hon-reduced Igl 20 sec 4600 Volts 350 min 5750 Vohs
MW Markers. 20 sec 4600 Volts 300 min 5750 Vohs
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Step 2 - Assign Your Samples

page 65

The Layout pane shows the default locations of where batch reagent should be placed in your Maurice sys-
tem’s samples and reagents platform, and a map of either the 96-well plate or the 48-vial tray used for sam-

ples.

=08

10°C -

‘+ Add - (x Remowve

=08

9 ff we -

‘+ Add - (x Remowve

1

CZ  ‘Water Sep. Wash  Air

1

CZ  ‘Water Sep. Wash  Air

0©00000.

Wash Wash Run

0©00000.

Wash Wash Run

1 2 3 4 &5 & 7 8 8% 10 1 12

A
B
c
o
E
F
G
H

The same reagent locations are used for every batch:

- P1-Conditioning Solution 1 with orange pressure cap

« P2-Conditioning Solution 2 with orange pressure cap

- P3- Dl water with orange pressure cap

« P4 - Separation Matrix with orange pressure cap

« P5-Wash Solution vial with orange pressure cap

« P6 - Empty vial (air) with orange pressure cap
« N1 -Wash Solution vial with clear screw cap
« N2 -Wash Solution vial with clear screw cap

« N4 - Running Buffer - Bottom with clear screw cap

1. To assign samples, select a 96-well plate or 48 vials depending on what you're running. Clicking on the

vial/plate icon toggle

s between formats.

=08

10°C -

‘+ Add - (x Remowve

1

006860

CZ  ‘Water Sep. Wash  Air
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2. Toselect samples:

- Add samples and select methods later: Use your mouse to highlight the well or vial positions
your samples are located in, then click Add. For this example we're using a 96-well plate.

NOTE: The template batch automatically adds a sample in well or vial A1 by default, but if you don't have
a sample in this position you can remove it after you've added new positions for your samples.

=08

‘ (6 T

V‘(x Remowve

1

©2  Water Sep.

Add samples in selected locations

090090

Wash

Wash

Run

1 2 3 4 5 &6 7 8 8 10 1 12

@

T & mm o O @

- Add samples with preassigned methods: Highlight the well or vial positions your samples are
located in, then right-click and select a method.

Samj
1 Samg

10°C -

=08

‘+ Add - (x Remowve

1 CZ  ‘Water Sep. Wash  Air

090000
00 .0 .

Wash Wash Run

123468?‘!10“12“

A

s . Reduced IgG

c MNen-reduced IgG
o MW Markers

Either option of adding samples populates the Injections table:
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page 67

k= History| T Notes |

7 Injections

[ add ||| Replicate |X Remove & 5 = 8

SampleID Location  Methed Notes
1 Sample 1 Al Reduced IgG
2 Sample 2 n Reduced IgG
3 Sample 3 a3 Reduced IgG
4 Sample 4 A4 Reduced IgG
5 Sample 5 A5 Reduced IgG
6 Sample 6 A6 Reduced IgG
7 Sample 7 A7 Reduced IgG
g Sample & A8 Reduced IgG
9 Sample 9 A9 Reduced IgG
10 Sample 10 Al0 Reduced IgG
1 Sample 11 AL Reduced IgG
12 Sample 12 2 Reduced IgG

To remove samples, just highlight the ones you want to remove and click Remove. They'll also be
removed in the Injections table. You can also right-click well(s) or vial(s) in the Layout pane and click

Remove Sample(s).

»

B
c

1
2
3

Sample ID
Samplel
Sample 2
Sample 3

=08
- ‘+ Add - ‘(x Remove
1 CZ  ‘Water Sep. Wash  Air [ Remove s

amples from selected locations

090000
00 .0

Wash Wash Run
1 2 3 4 6 & 7 8 8 10 M1 12

Sample 5
Sample &
Sample 7
Sample &
Sample 9
Sample 10
Sample 11
Sample 12

3. Compass for iCE can monitor the current during a separation for you, stop it if the current drops below
the minimum value and reinject the sample for you automatically. Reinjections are enabled by default,
but if you don't want to use this feature just click the reinject icon to toggle it off.

NOTES:

If a sample was reinjected, the injection row will be flagged in the Injections pane in the Run Summary
screen. See “Injection Flags” on page 158 for more info.

A maximum of 10 reinjections are allowed per batch.
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=08

‘+ Add Lx Remove

1 CZ  ‘Water Sep. Wash  Air
F N N

4. The sample platform is temperature controlled with a default setting of 10 °C. To change the tempera-
ture or turn it off, click the down arrow next to the temperature and select an option.

NOTE: The two reagent rows are kept at room temperature.

=08

‘+ Add Lx Remove

ter  Sep. Wash  Air

Run

Step 3 - Assign Your Method Parameters

NOTE: There are three default methods. We recommend using the default method parameters for the

listed sample types. Please see the Maurice CE-SDS Application Guide for more information on method
optimization.

The Methods pane lists all of the methods used in a batch. You can add and remove methods here and
change method parameters.

1. Inthe Methods table, click the first cell in the Name column and enter a new method name if needed.
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i

MName Sample Load Separation

Reduced IgG 20 sec 4600 Volts 25.0 min 5750 Volts
MNon-reduced IgG 20 sec 4600 Volts 35.0 min 5750 Volts
MW Markers 20 sec 4600 Volts 30.0 min 5750 Volts

2. Clickthefirst cell in the Sample Load column, then click the selection button [...] to set your sample load
profile time (in seconds) and voltage.

= " " | ; {=+ Sample Load Profile u

MName Sample Load I add I ’ Eemove ]
Reduced IgG Voltage1 Step E] Time (s) Voltage (Volts)
MNon-reduced IgG 20 sec 4600 Volts 0 1600

MW Markers 20 sec 4600 Volts

[ ok ][ Concer |

» To change time and voltage parameters: Just click in a cell under Time or Voltage and type
the new value(s).

« To add a profile step: Click Add. A new row will be added in the table. Then just type in a load
time (in seconds) and voltage value.

- To remove a profile step: Select the row you want to remove and click Remove.

3. Click the first cell in the Separation column the selection button [...] to set your separation profile
parameters (in minutes) and voltage.

NOTE: Run your reduced IgG samples and IgG Standard for 25 minutes and the CE-SDS MW Markers for 30
minutes. Run your non-reduced IgG samples and IgG Standard for 35 minutes. The default separation
voltage for all sample types is 5750 volts.
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{+ Separation Profile ﬁ

Sample Load Separation hdd ] ’ Bemoye ]
Voltage 1 5t — >

AsecAfD)inhs otage P E] Time (min) Voltage (Volts)

20 sec 4600 Volts 35.0 min 5750 Volts = =

20 sec 4600 Volts 30.0 min 5750 Volts '

[ ok ][ cance |

« To change time and voltage parameters: Just click in a cell under Time or Voltage and type
the new value(s).

- To add a profile step: Click Add. A new row will be added in the table. Then just type in a load
time (in seconds) and voltage value.

- Toremove a profile step: Select the row you want to remove and click Remove.

4. You can now:

« Click New in the upper right corner of the Methods pane to add a new one if you want to use dif-
ferent methods for different samples. Then just repeat the steps above for the new method.

« Make updates to the remaining methods by repeating the prior steps.
« Select a method and click Remove in the upper right corner of the Methods pane to delete it.

Step 4 - Set Up Your Injections

The Injection pane lists all sample injections for the batch. Any samples that were added in “Step 2 - Assign
Your Samples” are automatically added to this list.

Selecting an injection in the table also selects the sample the injection will be made from in the plate or vial
map in the Layout pane and vice-versa.
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‘ Batch: Maurice CE-5D5

% Injections |4 Historﬂ T- Nots}

=0

(+ Add - (x Remaove

1 c2

Wash Wash

Walsr  Sep.

000000

1.2 3 4 5 6 7 8 9
000000000000

Wash  Air

Run

0 1 12

Sample ID
1 Samplel
2 Sample 2
3 Sample 3
4 Sample 4
5 Sample 5
4] Sample &
7 Sample 7
8 Sample 8
9 Sample 9
10 Sample 10
11 Sample1l
12 Sample 12

Location

EEBELELELRR

A2

Method

Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG
Reduced IgG

1. To add sample names, click the Sample ID cell for the injection and type a name.

page 71

5“'I -Iiiiﬁi L} H\storﬂ T Nots}

[# Add ||| Replicate |X Remove H F = O

SampleID

Sample 2

Sample 3
Sample 4
Sample 5
Sample &
Sample7
Sample 8

[ T N

Sample @

—
=

Sample 10

-
=

Sample 1l

-
P

Sample12

Lecation Method

Al Reduced IgG
A2 Reduced IgG
A3 Reduced IgG
Ad Reduced IgG
AS Reduced IgG
AB Reduced IgG
AT Reduced IgG
AR Reduced IgG
A9 Reduced IgG
AlD Reduced IgG
All Reduced IgG
Al2 Reduced IgG

Motes

The sample name also displays when you hover the mouse over the sample in the plate or vial map:

| Batch: Maurice CE-5D5

F7] Layout =8
9 10°C ~ CFzid ~ @X Remove
c1 C2  ‘Water Sep. Wash  Air
000000
1 2 3 4 6§ &€ 7 8 8% 10 1 12
000000000000
o (Poducta]

mﬂm H\storﬂ T- Notsw
Sample ID Location Method
1 Product A Al Reduced IgG
2 Sample 2 A2 Reduced IgG
3 Sample 3 A3 Reduced IgG
4 Sample 4 Ad Reduced IgG
5 Sample 5 AS Reduced IgG
6 Sample & Ab Reduced IgG
7 Sample 7 AT Reduced IgG
8 Sample 8 Ag Reduced IgG
a Sample 8 Ag Reduced IgG
10 Sample 10 AlD Reduced IgG
n Sample 11 All Reduced IgG
12 Sample12 A1z Reduced IgG

2. Assign your methods to each injection. Just click the Method cell for the injection and select a method
from the drop down menu. If you added your samples with pre-assigned methods and don't need to
make any changes, skip to the next step.
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= Injections .| Hi;tor_ﬂ ] Notes] | 2dd || Replicate | Remove B B = O
Sample ID Location Method MNotes
1 Product & Al Non-reduced IgG -
2 Sample 2 n
o | VR 1 —
4 Sampled Ad e
5 Sample 5 AS Reduced IgG
[ Sample @ Al Reduced IgG
7 Sample7 A7 Reduced IgG
8 Sample & AR Reduced IgG

Hovering over a method name displays the method parameters:

L Historﬂ T- Noteq

Sample ID Location Method Motes
1 Product A Al Non-reduced IgG
| 2 Sm ui 2 2 Rodn redl.;c; g MNen-reduced IgG
ample educed g Sample Load: 20 sec 4600 Volts
3 Sample 3 A3 Reduced IgG Separation: 35.0 min 5750 Volts
4 Sample 4 Ad Reduced IgG

3. You can add or remove injections as needed using a few different options. If you don't need to make any
changes here, just skip to the next step.

- To add sequential replicate injections: Highlight an injection and click Replicate. A new injec-
tion will be added under the row you selected

7 Injections o istory| T Notes| It Add (] Replicate || Remove 5 = " O
==
SampleID Location Method MNotes
1 Product A Al Mon-reduced IgG
| 2 Product A A2 Reduced IgG |
3 Product B A3 Mon-reduced IgG
4 Product B Ad Reduced IgG
5 Product C A5 MNon-reduced IgG
6 Product C AB Reduced IgG
m“l‘“ History | T+ Notes | [ Add || Replicate |X Remove = & = O
Sample D Location Method Motes
1 Product A Al Mon-reduced IgG
| a2 Product A A2 Reduced IgG
3 Product A A2 Reduced IgG
4 Product B A3 Mon-reduced IgG
5 Product B Ad Reduced IgG
6 Product C A5 Mon-reduced IgG

- To add injections at the end of the batch: Click on any sample position in the Layout pane or
sample injection in the Injection table and click Add. A new injection using the same sample will
be added to the end of the table. Assign the method if needed.

L, History| T Notes| [ Add || Replicate | Remove & & = 3|
Sample ID Location Method Motes

Product A Al Mon-reduced IgG
a2 Product A A2 Reduced IgG
3 Product A A2 Reduced IgG

| 4 Product B A3 Non-reduced Igis
5 Product B Ad Reduced IgG

6 Product C A5 MNon-reduced IgG
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To copy and paste injections: Right-click on an injection in the Injection table and select Copy.
Click on the injection number above where you want to insert the copied injection, right click
and select Paste. The copied injection will be inserted under the row you selected.

Step 5 - Add Batch Notes (Optional)

1. Click on the Notes pane.

2. Clickin the notes area and type any information you want to add about your batch.

% Injections | [ History | T *Notes. =0

Product testing |

Step 6 - Modify Default Analysis Parameters (Optional)

You can preset the parameters used to analyze data generated with the batch. We recommend using the
default parameters for CE-SDS applications, but if you need to modify parameters:
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1. Select Edit from the main menu and click Default Analysis. The following screen will display:

(& Default Analysis: Maurice CE-SDS (B
type filter text Advanced [=I0 =S
| Advanced |
Markers Analysis Settings Analysis Settings: Advanced
Peak Fit Advanced Standards
Peak Mames
Peak Width 20
Allowable Drift 100
Add Remove
Apply Default:
[Ad.\.ranced. -
Apply Override:
Apply To Settings
[ Import... ] [ Export... ] [ oK ] [ Cancel ] [ Apply ]

2. Change the parameters you want to, then click OK. For detailed information on analysis parameters,
please refer to “Analysis Settings Overview” on page 244.

Step 7 - Save Your Batch

1. Once all of your sample, method and injection info is entered, select File > Save. Enter any comments
on the batch if you want, then click Save.
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2. Enter aname for your batch then click Save.

=+ Save Batch Comment

Batch: Maurice CE-5D52

Comment:

Viewing Replicate Injections

Injections with replicates have an arrow next to the injection number. You can expand or collapse the list of
replicate injections by toggling the arrow:

page 75

- Toshow all replicate injections in the batch, click the Expand All Injections button.
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=7 Injections . L Hi;torﬂ T *Notes] " Injections .y Histor_ﬂ T "Noteq
Sample ID Location Method Sample ID Location Method
1 Product A Al MNeon-reduced IgG 1 Product A Al MNon-reduced IgG
| B2 Product & A2 Reduced IgG |22 Product A A2 Reduced IgG
7 Product B A2 MNen-reduced IgG 3 Product A A2 Reduced IgG
8 Product B Ad Reduced IgG 4 Product A A2 Reduced IgG
B9 Product C A5 Mon-reduced IgG 5 Product & A2 Reduced IgG
13 Product C AB Reduced IgG 6 Product & A2 Reduced IgG
14 Product D AT Reduced IgG 7 Product B A3 Mon-reduced IgG
15 Product E AR Reduced IgG 8 Product B Ad Reduced IgG
16 Product F A9 Reduced IgG 9 Praduct C AS Mon-reduced IgG
17 Product G Al Mon-reduced IgG 13 Product C A6 Reduced IgG
18 Product H All Mon-reduced IgG 14 Product D A7 Reduced IgG
13 Markers A2 MW Markers 15 ProductE AB Reduced IgG
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«—

E— “ﬁ I,'E:Historﬂ T.*Noteq

I

I Add || Replicate | Remave 1| = = 2|
=
SampleID Location Method Notes Expand All Injections
1 Product A Al Non-reduced IgG
| 42 Product A A2 Reduced IgG |

3 Product A A2 Reduced IgG
4 Product A A2 Reduced IgG
5 Product A A2 Reduced IgG
6 Product A A2 Reduced IgG

7 Product B A3 Non-reduced IgG
8 Product B A4 Reduced IgG

a9 Product C A5 Non-reduced IgG

10 Product C A5 Non-reduced IgG

1 Product C A5 Non-reduced IgG

12 ProductC A5 Non-reduced IgG
13 Product C AR Reduced IgG
14 Product D AT Reduced IgG
15 Product E A3 Reduced IgG
16 Product F AD Reduced IgG

17 Product G A0 Non-reduced IgG

18 Product H All Non-reduced IgG
19 Markers Al2 MW Markers

To hide all replicate injections in the batch, click the Collapse All Injections button.

Batch History

= E [ Hlstory] T "Notes] | Add ||| Replicate |X Remove 5 |E| = El]
SampleID Location Method MNotes Collapse All Injections
1 Product A Al MNon-reduced IgG
[ » 2 Product A A2 Reduced IgG
7 Product B A3 MNon-reduced IgG
8 Product B A4 Reduced IgG
> 9 Product C A5 Non-reduced IgG
13 Product C AR Reduced IgG
14 Product D AT Reduced IgG
15 Product E A3 Reduced IgG
16 Product F A9 Reduced IgG
17 Product G Al0 Non-reduced IgG
18 Product H All Non-reduced IgG
19 Markers Al2 MW Markers

Clicking on the History pane shows the batch event history, starting with the date and time the batch was
created through the most current event. Clicking on a row in the table displays the full event details in the

box under the table.
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7 Injections |4 History . T Noteq =8
Date User Name Message Comment
| 11/23/201511:59 AM Batch created using the factory default Maurice ...
11/23/201512:15 PM Saved as MW Ladder Sol Test Maurice CE-5DS.ba...
11/30/2015 4:49 PM Saved as MW Ladder Sol Test IS final QC 110 ms ...
Time 11/23/2015 11:59 AM User
Message Batch created using the factory default Maurice CE-5DS
Comment

- Date: Date and time of the batch event.

+ User Name: User that initiated the event. User names only display if you're using the Access Con-
trol feature to help satisfy the 21CFR Part 11 data security requirements. Go to “Enabling Access
Control” on page 391 to learn how to set it up.

- Maessage: Description of the event that took place.
- Comment: Comments entered by the user when the batch was saved.

You can copy the information in the History pane to use in other documents:
1. Click the History pane to make sure it's active.
2. (lick Edit in the main menu and select Copy.

3. Openadocument and click Paste.

Making Changes to a Batch

1. Select File in the main menu and click Open Batch.

Edit Instrument Window Help
MNew Batch 3
Open Batch 3 Platform CE-5D52
Platform CE-SD51
Save
Save Ac.. Maurice CE-5D53
Maurice CE-5D52
e i Maurice CE-5DS1
(B4 Browse...
T 7
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2. Alist of the last five batches opened will display.

- Select one of these files or click Browse to open the Batch folder and select a different one.

- Toopen a batch used in a run file, click Browse. Go to the Run folder in the Compass for iCE direc-
tory and select the run file that uses the batch you want to edit.

@uv\ ) » Libraries » Documents » My Documents » CompassforiCE »

Organize »  Sharewith »  Bum  Newfolder
4 Libraries Documents library
4 [ Documents Compass for iCE
4 El My Documents Name ’ Date modified Date created Type Size
| Add-in Express
Adobe |. Batches 1/18/2016 5:39 PM 1/13/2016 8:24 PM File folder
" : Clierits . New Batches 1/13/2016 8:24 PM 1/13/2016 8:24 PM File folder
i - = 1 J. Runs 1/17/2016 8:41 PM 11/11/2015 4:46 PM File folder
| Compass foriCE |
« DemoData_Maurice clEF.mbz 1/18/2016 11:38 AM 1/18/2016 11:38 AM Maurice data file. 798 KB

|| Batches
| Mew Batches

& 1 Runs

3. Tomake changes to the batch, see the steps in “Creating a New Batch” on page 64. Then select File from
the main menu and click Save or Save As.

Viewing and Editing Batches in Completed Runs
1. Click the Analysis screen and open your run file(s).
2. After the run opens, click the Batch screen to view the batch used with the run.

If you opened more than one run file, you can switch between viewing batches for each file. Just click
the down arrow in the Run box and select the batch you want to view from the drop down list.

File Edit Instrument Window Help

Run: [KF1006_s-CE-SDS Product B ~| ‘
| KF1006_s-CE-SDS =8
B KF1006,<-CE-5DS Product B
10 - (+ Add = (x Rernowe

3. In completed run files, you can only make edits to the sample and method names in a batch, and these
changes are saved to the run file only. Update sample and method names as needed.

4. Click the Analysis screen. Then select File from the main menu and click Save or Save As to save the
new changes to the run file.
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Batch Reports

You can export a PDF file of sample and method details for each injection in the batch for completed run
files.

1. Goto the Analysis or Run Summary screen, then click File > Open Run and select a run file (if you
don't have one open already).

2. After the run opens, go to the Batch screen.

3. Select File from the main menu and click Batch Report.

Edit Instrument Windo

MNew Batch 3
Open Batch 3
Save

Save As...

Batch Report...

Exit

4. The report name defaults to the run file name. If you want to change it, type in the Report Name box to
make updates.

(& Batch Report =5
Run: 78664 P3 IS 2015-11-30_16-49-49_MW Ladder Sol Test IS final QC 110 ms Maurice CE-SDS
Report Narme:

78664 P3 15 2015-11-30_16-49-49_MW Ladder 5ol Test IS final QC 110 ms Maurice CE-5D5

Location: C:\Users\User\Documents\Compass for iCE\Runs

[ ok ][ Cance |

5. The Batch Report PDF is exported to the Runs folder in the Compass for iCE directory. It'll be in a folder
with the report name used in the prior step. When the reports are done, the folder opens for you auto-
matically.
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Organize v Includeinlibrary v Sharewith v Bum  Newfolder
b [t Favorites +  Name Date modified Type Size
O Linis 3. 78664 P3 IS 2015-11-30_16-49-49_MW Ladder Sol Test IS final QC 110 ms Maurice CE-SDS_Batch.pdf ~ 1/18/2016 3:57 PM  Adobe Acrobat D... 33K8
4[| My Documents
|\ Add-in Express
Ui Adobe
b )l Clients
4 || CompassforiCE
1 Assays
| Batches
)0 New Assays
). New Batches
4 ) Runs
|| 2015-12-06 15-13-01_Maurice cIEF_Mab11 TechR
[ || 78664 P3 15 2015-11-30_16-49-49_MW Ladder Sol”
/, .
Here's an example Batch Report:
CE-SDS Batch: MW Ladder Sol Test IS final QC 110 ms Maurice CE-SDS
Injection Sample ID Location Mathod Sample Load
1 |1gG System Control X Method 1 20 soc 4600 Volls (0.1 man, 1150 Volts
0.1 min, 3450 Volts
2 Control Ladder A2 Method2 20 sec 4600 Voits
30,0 min, 5750 Volls
3 |Test Ladder A3 [Method2 20 sec 4600 Volts  |0.1 min, 1150 Volts
0.1 min, 3450 Volts
30 0 min, 5750 Volts
4 15 - Alpha Bl Method 1 20 sec 4600 Volts |01 min_ 1150 Vaolts
0.1 min, 3450 Volts
25 0 min, 5750 Volts
5 [I5-Frozen P3 BZ  |Methodt 20 sec 4800 Volts  |0.1 man, 1150 Volts
0.1 min, 3450 Volts
250
] I5-T1P3 B Method i 20 sec 4600 Volts (0.1 min, 1150 Volts
0.1 man, 3450 Volts
25 0 min, 5750 Volts
7 |is-T2P3 B4 [Methodi 20 soc 4600 Voits  [0.1 man, 1150 Volts
0.1 min, 3450 Valts
250
8 |IS-T3P3 B5  |Methodt 20 sec 4800 Volls (0.1 min, 1150 Volts
0.1 min, 3450 Volts
25 0 min, 5750 Volts
G |Control Ladder A2 |Mathod2 20 sec 4500 Voits (0.1 man, 1150 Voits
0.1 min, 3450 Volts
30 0 min, 5750 Volts
10 Test Ladder A Method2 20 sec 4600 Volts |01 min, 1150 Volis
0.1 min, 3450 Volts
30.0 min, 5750 Volts
1 [IS-Alpha B1 Method1 20 soc 4500 Voits (0.1 man, 1150 Voits
0.1 min, 3450 Volts
25 0 min_ 5750 Volts
Croated,  Thu 164 PM Feb 25,2016 Created By.  User
c ‘ompass for iCEY Iackdar assigned_ MW Ladder Sol Test 15 final OC 110 ms Maurice CE-505 mbz prnmln

Computer JRichards.
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Chapter 7:

Running clEF Applications on
Maurice and Maurice C.

Chapter Overview
Before You Throw the Switch
Power Up
Running clEF Applications
Post-batch Procedures

-+ Checking Your Data
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Before You Throw the Switch
Ensure that everyone using Maurice have:
Received instruction in general safety practices for laboratories.
Received instruction in specific safety practices for Maurice.
Received instruction on handling of biohazards (if biohazardous materials are to be used on Maurice).

Read and understood all Product Inserts and related Safety Data Sheets (SDS).

Power Up

1. Turn on the computer connected to Maurice.

2. Turn on Maurice’s main power switch.

3. Wait for Maurice to initialize. His indicator light will turn from magenta to blue when he's done.

4. Double-click the Compass for iCE software icon on the computer desktop to open the application.
5

Connect Maurice to Compass for iCE.

Running clEF Applications

What You'll Need

Maurice clEF Cartridges

Maurice clEF Method Development Kit (optional)
Maurice System Suitability Kit (optional)

Maurice clEF Fluorescence Calibration Standard
Maurice clEF pl Markers (3.38, 4.05, 5.85, 6.14, 7.05, 84, 9.99, or 10.17)
0.5% Methy! Cellulose Solution

1% Methyl Cellulose Solution

iCE Electrolyte Kit

Deionized (DI) water

Glass reagent vials, 2 mL

96-well plate or vials with integrated inserts for samples

Clear screw caps for vials
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Blue pressure caps for vials

P10, P20, P200, P1000 pipettes and tips
Electrolyte pipette

Vortexer

Table-top centrifuge with plate adapter or vial adapter (12 mm, 2 mL vials)

Step 1: Prep Your Markers, Samples and Reagents

NOTES:
You can prepare your samples to run either in 96-well plates or vials.

If you need to seal the 96-well plate during your run, we recommend the 4titude Pierceable Film (PN 4ti-
0566, 4titude). It can be used in both absorbance and native fluorescence modes. If you're currently using
X-Pierce adhesive film (PN XP-100, Excel Scientific), we recommend using it for absorbance mode only.

System Suitability Peptide Panel (Optional)

NOTES:
Run the System Suitability Peptide Panel when you need to confirm performance on Maurice.

The System Suitability Peptide Panel is lyophilized. Always reseal the foil bag containing the unopened
tubes with desiccant to prevent moisture absorption.

1. Using scissors, carefully cut the top the package off leaving the sealing strip intact.

2. Take out the strip of tubes and cut one clear tube of lyophilized System Suitability Peptide Panel from
the strip. Return the remaining tubes to the original package, reseal tightly and store at 2-8°C.

3. Pierce the foil on the tube with a clean pipette tip.
4. Add 40 pL of DI water to the tube. Gently resuspend by pipetting up and down to mix.

5. Add 160 pL of the System Suitability Test Mix to the freshly reconstituted Peptide Panel. Gently mix by
pipetting up and down. Transfer this solution to a 1.5 mL microcentrifuge tube.

6. Vortex the tube 3 times, 5 seconds each.

7. Centrifuge the tube at 10,000 xg for 3 minutes to sediment any particulates.
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Carefully aspirate the top 160 L of the solution and pipette it into a sample vial with integrated insert or
well of a 96-well plate. You'll want to insert the pipette tip all the way to the bottom of the insert or well
when you dispense the solution to avoid introducing bubbles.

NOTE: Make sure to check for and remove any bubbles at the bottom of the sample vial or well.

If you're using vials, close the sample vial with a clear screw cap.

Clear screw cap

Sample vial with
integrated insert

Samples

1.

In a microcentrifuge tube, prepare your sample at a concentration of 1 mg/mL in a final volume of 40 pL
in DI water.

In a separate tube, prepare IEF Separation Mix containing your chosen pl marker(s).

NOTE: Check out the Method Development Guide for suggested IEF Separation Mix recipes.

S e

Add 160 uL of IEF Separation Mix to the 40 ulL of your sample.
Vortex the tube 3 times, 5 seconds each.
Centrifuge the tube at 10,000 xg for 3 minutes to sediment any particulates

Carefully aspirate the top 160 pL of the sample and pipette it into your sample vial with integrated insert
or well of a 96-well plate by inserting the pipette tip all the way to the bottom to avoid introducing bub-
bles.

Note: Make sure to check for and remove any bubbles at the bottom of the sample vial or well.
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7. Ifyou're using vials, close the sample vial with a clear screw cap.

pl Markers

1. Open the vial of lyophilized pl marker by lifting the center tab and gently pulling it back to break the
metal seal. Slowly remove the rubber stopper.

2. Add 210 pL of DI water to the vial.

3. Putthe rubber stopper back in the vial and vortex 3 times, 5 seconds each time to completely reconsti-
tute the lyophilized cake. Repeat this step for all pl markers you're using.

4. Aliquot 20 pL of each reconstituted pl marker into separate tubes for storage.
NOTES:
Keep your reconstituted pl markers on ice until you're ready to add them to your sample or IEF Separation
Mix.
If you'll use the pl markers within a month, store the aliquots at 2-8 °C. Otherwise, store the aliquots at
-20°C. They'll be stable up to 6 months.

5. Use 2 yL of each pl marker for every 200 uL of sample.

Reagents

NOTE: Don't reuse reagents, vials or the clear screw caps. Always keep the blue pressure caps paired with
their respective reagents. If you want to reuse pressure caps, first wash them thoroughly with DI water,
soak overnight in DI water, rinse caps thoroughly with DI water again and air dry them before reusing.

Pipette 2 mL of 0.5% Methyl Cellulose into a glass reagent vial, label and close with a blue pressure cap.
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Pressure cap

Glass reagent vial

2. Pipette 500 uL of Fluorescence Calibration Standard in a glass reagent vial, label and close with a blue
pressure cap.

3. Pipette 2 mL of DI water into a glass reagent vial, label and close with a blue pressure cap.
4. Close an empty glass reagent vial with a blue pressure cap.

5. Pipette 2 mL of DI water into a glass reagent vial, label and close with a clear screw cap.

Clear screw
cap

Glass reagent vial

Step 2: Prep the Cartridge

1. Take the clEF Cartridge out of its packaging. Save the packaging, you'll need it later to store the car-
tridge.

NOTE: When you remove the cartridge from its packaging, make sure the cartridge inlet doesn't come in
contact with any surface.
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Running cIEF Applications

Put the cartridge on a flat surface with its electrolyte tanks facing up.

2.
3. Remove the stoppers from both electrolyte tanks.
Optical Cartridge
Window Inlet

MUUHQ

Anolyte Catholyte
Tank Tank

4. Add 2 mL of Catholyte solution to the OH electrolyte tank (white port).

5. Add 2 mL Anolyte solution to the H* electrolyte tank (red port).

NOTE: Make sure you don't overfill the electrolyte tanks.
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6. Seal each tank with the rubber stoppers. Use the grey stopper for the OH™ tank and the red one for the
H* tank. If excess liquid comes out of the tank, make sure to wipe it with a laboratory wipe.

Step 3: Install the Cartridge

1. Open Maurice’s door by touching the metal plate on top of the door.

k nrﬁteiﬂ@

NOTE: The indicator light on Maurice’s front panel will blink rapidly as the door disengages.

2. Swing the door open to access the cartridge slot and the reagents and samples platform. The lights on
either side of the slot will be orange.
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3. Double check to make sure you've got electrolytes loaded and the tanks are properly sealed with the
stoppers.

4. Lift the cartridge and hold it vertically using the finger holds on either side, cartridge inlet down, with
the cIEF label facing you.

5. Gently insert it into the slot. You'll feel the alignment groove on the cartridge align inside the slot when
you insert it.
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6. Continue to slide the cartridge into the slot until the locking mechanism engages. The lights on either
side of the slot will change to blue once the cartridge is installed correctly.

Step 4: Load Samples and Reagents

1. Place the reagent vials into their respective positions on the sample and reagents platform:

NOTES:

The two reagent rows in Maurice’s reagent and sample platform are kept at room temperature.

Pressure caps are blue and have a raised, ringed surface. They should only be used in Reagent Row P. Use
reagent vials with clear screw caps in Row N.

P1 - 0.5% Methyl Cellulose with blue pressure cap

P2 - Fluorescence Calibration Standard with blue pressure cap
P3 - Water vial with blue pressure cap

P6 - Empty vial (air) with blue pressure cap

N1 - Water vial with clear screw cap
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2. Depending on what you prepared your samples in, put your 96-well sample plate in the metal plate
insert or your sample vials in the metal vial insert.

NOTES:

If you need to seal the 96-well plate during your run, we recommend the 4titude Pierceable Film (PN 4ti-
0566, 4titude). It can be used in both absorbance and native fluorescence modes. If you're currently using
X-Pierce adhesive film (PN XP-100, Excel Scientific), we recommend using it in absorbance mode only.

Well AT on the 96-well plate should be in the top left corner of the insert.

3. Close the instrument door. Maurice locks it automatically.

Step 5: Create a Batch

1. Launch Compass for iCE.

2. Select the Batch tab. This is where you'll enter sample/injection information, methods and batch
parameters.
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5 Maurice clEF - Compass for iCE = &
File Edit Instrument Window Help
R
Batch: Mausice cliF T Injections . Ly History| T Motes BF add | Replicate [ ¢ 7B =0
T Loyt =0 Sample I Location  Method Hotes
1 Sample 1 I System Suitability
we - ko -
ME FiCal Wale A
i

@

"

o

o

L

.

s
7 Methods el

Hew

Mame Separation Detection Sampleloadis)  pl Markers Amphohtes  Additives
System Suitability 1.0 miin 1500 Violes, 4.5 min 3000 Vols 5 Exposures. 55 338, 1047

3. To create a batch, make sure Maurice is connected to Compass for iCE. If he isn't, select Instrument and
click Connect. Then select your Maurice system and click Connect.

To create a new batch:

« On Maurice systems - in the main menu, select File > New Batch > Maurice clEF.
« On Maurice C. systems - in the main menu, select File > New Batch

To use an existing batch: In the main menu, select File > Open Batch.

NOTE: If you're making changes to an existing batch, follow the steps in this section. Otherwise skip to
“Step 6: Start the Batch” on page 100.

Edit Instrument Window Help Edit Instrument Window Help

Batch Report...

User Guide for Maurice, Maurice C. and Maurice S.

Batch Report...

MNew Batch 3 Maurice cIEF MNew Batch 4

Open Batch 4 Maurice CE-5D5 Open Batch 4 Maurice cIEF 011816

Save Save Maurice CE-5D5 sample batch
Maurice cIEF

Save As... 11_Prep20160121_QC(0)2 Save As...

Maurice CE-5D52
Maurice CE-5D5 Gen Meth
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4. In the Layout pane, clicking on the vial/plate icon toggles between formats. Select 48 vials or a 96-well
plate depending on what you're running.
= _°
—— 0 wc - CF e~ X Remove - CF e~ X Remone
000 O 000 O
QI N2 N3 N4 ‘Nt gl N2 N3 “Na N5 “hits
1 2 3 4 5 & 7 8 9% 10 N 12
A
B
c
-]
E
F
G
H
5. Use your mouse to highlight the well positions for each of your samples, then click Add.
— o
00 wc - l(-l' Add vl(_x Remave
MG FICal Water locations

Add samples in selected

“hits

This populates the Injections table:
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2T Injections Hi;torﬂ T Notaﬂ

[ Add ||| Replicate |X Remove = 5 = O

Sample ID
Samplel
Sample 2
Sample 3
Sample 4

B ha e

Location

EEBE

Method

Methodl
Methodl
Methodl
Methodl

Notes

page 94

6. The sample platform is temperature controlled with a default setting of 10 °C. To change the tempera-
ture or turn it off, click the down arrow next to the temperature and select an option.

NOTE: The two reagent rows are kept at room temperature.

7. Inthe Methods pane:

=g

‘+ Add - (x Remowve

Adr

NOTE: We recommend using the default method parameters. Please see the Maurice clEF Method Devel-
opment Guide for more information on method optimization.

a. Click the first cell in the Name column and enter a method name.
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o

Mame
Method 1

Separation
1.0 min 1500 Volts, 4.5 min 3000 Volts

Detection

Sample Load (s)

5 Exposures 55

pl Markers
3381017

Ampholytes

Additives

b. Click the first cell in the Separation column, then click the selection button [...] to set the pre-focus-

ing and focusing time (in minutes) and voltage.

3 Methods
MName Separation
Methodl Voltage 2 Steps

f:+ Separation Profile

e

I Add I ’ Remove ]
Time (min) Voltage (Volts)
1.0 1500
4.5 3000

[ ok ][ Concer |

c. Click the first cell in the Detection column then click the selection button [...] to set your exposure
times for absorption and fluorescence detection modes.

i

=+ Detection Profile

I

MName

Methodl

Separation
1.0 min 1500 Volts, 4.5 min 3000 Volts

Detection
5 Exposures B —Pp

I Add I ’ Remove ]
Exposure (sec) Type i
0.0050 absorbance
3 flucrescence E
5 flucrescence
10 flucrescence
20 fluocrescence -

| [ cancel

d. Click the first cell in the Sample Load(s) column and set the load time in seconds.
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MName Separation Detection Sample Load (s)
Methodl 1.0 min 1500 Veolts, 4.5 min 3000 Volts 5 Exposures

e. Click the first cell in the pl Markers column to select pl markers. Add new markers or remove existing

ones then click OK.
S5

= pl Markers

-

Separation Detection Sample Load (s) pl Markers
1.0 min 1500 Volts, 4.5 min 3000 Volts 5Exposures 55 3381017 [ ——p || plMarkers:
pl Position
338 250
1017 1,700
[ ok ][ Concer |

f. Optional: Click the first cell in the Ampholytes column and enter the ampholytes you're using.

Sample Load (s) pl Markers Ampholytes Additives

Detection
55 3.38,1017 Pharmalyte 3-10

Mame Separation
Methedl 1.0 min 1500 Volts, 4.5 min 3000 Volts 5 Exposures

g. Optional: Click the first cell in the Additives column and enter any additives you're using.
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-

Mame Separation Detection Sample Load (s) pl Markers Ampholytes Additives
Methodl 1.0 min 1500 Volts, 4.5 min 3000 Volts 5 Exposures 55 3.38,1017 Pharmalyte 3-10  Urea

8. You can now:
- Make updates to the remaining methods by repeating the prior steps.
« Select a method and click Remove in the upper right corner of the Methods pane to delete it.

« Click New in the upper right corner of the Methods pane to add a new one if you want to use dif-
ferent methods for different samples. Then just repeat the steps above for the new method.

9. Inthe Injections pane:

+ To add sample names: click the Sample ID cell for the injection and type a name.

(5 Himrﬂ T Nota;] | Add ||| Replicate |) Remove & = = O]

Sample ID Location Method MNotes
Methodl
Methodl
Methodl
Methodl

Sample 1

Sample 3

1
2 Sample 2
3
4 Sample 4

ELEBE

- To assign methods for each injection: Click the Method cell for the injection and select a
method from the drop down menu.

|§“-Inje:tions = Historﬂ T: Noteq bk 2dd || Replicate [¥ Remove B 7 =
SampleID Location Method Notes
1 Product A Al Methodl
2 Sample 2 A2 Methodl
E Sample 3 A3 Methodl
4 Sampled A4 Method2 -

Method2

- To add sequential replicate injections: Highlight an injection and click Replicate. A new injec-
tion will be added under the row you selected
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m“l‘” History| T Notes| [ Add [[l] Replicate ||X Remove & & = O
=
SampleID Location Method Motes
1 Product A Al Methodl
2 Sample 2 A2 Methodl
[ 3 Sample 3 A3 Methodl I
4 Sampled Ad Method2
M ions ., History| T Notes| [F Add || Replicate |X Remove & & = O
SampleID Location Method Notes
1 Product A Al Methodl
2 Sample 2 A2 Methodl
| 43 Sample 3 A3 Methodl
4 Sample 3 A3 Methodl
5 Sample 4 A4 Method2

- To add injections at the end of the batch: Click on any sample position in the Layout pane or
sample injection in the Injection table and click Add. A new injection using the same sample will
be added to the end of the table. Assign the method if needed.

= H\;tﬂrﬂ T= Noteq [ Add [}[|| Replicate |X Remove = & = EI‘

Sample ID Location Method Motes
1 Product A Al Methodl
[ 2 Sample 2 A2 Methodl
43 Sample 3 A3 Methodl
4 Sample3 A3 Methodl
5 Sampled Ad Method2

- To copy and paste injections: Right-click on an injection in the Injection table and select Copy.
Click on the injection number above where you want to insert the copied injection, right click
and select Paste. The copied injection will be inserted under the row you selected.

10. Click on the Notes pane, then click in the notes area and type any information you want to add about
your batch (optional).

I Injections ﬂ',,; History | T "M? .

Product testing |

11. You can preset the parameters used to analyze data generated with the batch (optional). We recom-
mend using the default parameters for clEF applications, but if you want to modify parameters:

a. Select Edit from the main menu and click Default Analysis. The following screen will display:
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(& Default Analysis: Maurice cdEF =R
type filter ted] Advanced e =7
Advanced
Detection Analysis Settings Analysis Settings: Advanced
Peak Fit Advanced pl Markers
Peak Mames )
pI Markers Peak Width 15
Allowable Drift 100
Apply Default:
[Advanced
Apply Override:
Apply To Settings
[ Import.. ] [ Export... ] l QK ] [ Cancel I [ Apply ]

page 99

b. Change the parameters you want to, then click OK. For detailed information on analysis parameters,
please refer to "Analysis Settings Overview” on page 244

12. Once all of your sample, method and injection info is entered, select File > Save. Enter any comments
on the batch if you want, then click Save.

{+ Save Batch Comment M
Batch: Maurice cIEF
Comment:
] ’ Cancel

13. Enter a name for your batch then click Save.
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1. Make sure Maurice is connected to Compass for iCE. If he isn't, select Instrument and click Connect.
Then select your Maurice system and click Connect.

2. Click Start to start your batch.

File Edit Instrument Window Help

-
\J Ready J
Start run

3. The Start Run box shows you the number of injections and batches remaining on your cartridge. Make

sure you still have enough injections left before you start the run. If not, prep a new cartridge.

4. Clickin the Results File name box if you want to change the default run file name. Otherwise just leave

itasis.

* Start Run =]
|| Batch: Maurice cIEF

Results file name :
2016-01-27_16-10-07_Maurice clEF
Location: C\Users\fdeng\Documents\Compass for iCE\Runs
Comment:

Cartridge

Type: cIEF Batch Injection Limit: 100
E Expires: Sep 2016 Injections Remaining : 38
Serial Number: 1150916212 Batches Remaining: 2
l Start l l Cancel l

5. Ifyou don't want to save the file to the default Runs folder, click Browse to select a different location.

6. Enter any run details youd like in the Comments box (optional).

7. Click Start to start the run.

NOTE: The indicator light on Maurice’s front panel will pulse slowly while he’s running the batch.
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To monitor the progress of your batch, click the Run Summary tab. See Chapter 9, "Run Status”for more

details.

e Edit Instrument Window  Help

o] : : e ch (o ey ) h s
v Running Stop -_— —3
= Tue 109 M. Tue b7 P
Ruee CLISIATIZ KFO0O3_2015-12-29 12-09-19_Sys5 _mewscal Maurice ¢JEF
fhtascion, e
Sampie 1D Location  Methos Suans run CS1214313_KFOD03_2015.12.29_13.09.19_5ysS_newseal_Maurice clEF
Setup Completed path
Calbration Completed batch 2015Decky_SysS_mewsesl_Maurice cIEF
ﬁ :4 :M g""""‘: batch type clEF
el omplet |
L D& Methad] Completed
o i ki Ceicrad Instrumant Maurice C. : Maurice C. k003 - kD003
Sps HIZ Methadl Completed samnplas 96 well plats
Syis g Methadl Campleted stariod Tue 1:09 PM Doc 29, 2015 PST
s a Methodl Completed
R Alz Methodl Completed
55 06 Methodl Completed e
cartridge CIEF
HL Meshedl < eted
x FiE Mahedl cw i sorial number 51214313
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St H Methodl Completed i = =
% ] Methadl Completed | (A Focun Seres . B I Plot |
515 g Methodl Completed e O
Syss Al Methadl Completed s
s ALz Methodl Completed Inpectsan 16
S =] Methedl Completed 4
Syes HI Methed] Completed
s HI2 Methodl Completed -
s B Meshodl Completed = |
S a Methedl Completed - |
s a2 Methodl Completed g [
5 06 Methedl Completed E® | |
Syis HL Methadl Completed 2 | |
s HiZ Methodl Completed ‘5 ;
s B Methadl Completed i 1 | | ||
S5 a Methodl Completed ] || || |
o M Mben ol P Al |
s ] Methadl Completed | I\ Pl
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To view results, analyze results or change analysis parameters on completed injections while the batch is
still running, click the Analysis tab. See Chapter 12, ‘clEF Data Analysis” for more details.
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When your batch is complete, you can view electropherograms for all injections in the Analysis tab, and

all batch and injection details in the Run Summary tab.

NOTE: If youd like Maurice to let you know when your run is done, you can set him up to tweet you. Go to
“Setting Up Maurice Systems to Send Tweets” on page 383 for more info.

Post-batch Procedures
When the batch is done:

1. Open Maurice's door. The lights on either side of the cartridge slot will be orange as Maurice will have

already disengaged the cartridge.

2. Remove your reagent vials and samples and discard.

3. Gently pull out the cartridge making sure the cartridge inlet doesn't come into contact with any surface.
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If you're at 100 injections, the cartridge is at its limit. Put it back in its original packing and discard it
per your institution's safety and waste disposal guidelines.

NOTE: Disposal of cartridges, sample plates and vials depends on the samples you ran. If you aren't sure
what your sample origins are, we recommend you dispose of everything in biohazard waste.

If you've still got injections left and the cartridge will be used again within 24 hours. You don't
need to do anything. Just leave the cartridge in Maurice.

If you've still got injections left and the cartridge won't be used within 24 hours. Clean and store
the cartridge. Maurice has already cleaned the capillary for you, so here's all you need to do:

a. Putthe cartridge on a flat surface with its electrolyte tanks facing up.

b. Remove the stoppers from both the electrolyte tanks.

N

Using an electrolyte pipette or low vacuum, aspirate the solutions from each tank.

o

. Fill each tank with 2 mL DI water, then aspirate it out. Repeat this rinse 3 times.

NOTE: Make sure not to get any liquid on the cartridge’s optical window.
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e. Aspirate all the remaining liquid and make sure that the tanks are dry.
f. Put the stoppers back on the tanks.

g. Put the cartridge back in its protective packaging and store it at room temperature.

IWARNING! SHARPS HAZARD
The capillary inlet of the cartridge may present a potential sharps hazard. Dispose of used cartridges

according to your organizations health and safety regulations.

'WARNING! BIOHAZARD
Cartridges, sample plates and vials should be handled by procedures recommended in

the CDC/NIH manual: Biosafety in Microbiological and Biomedical Laboratories (BMBL).
The manual is available from the U.S. Government Printing Office or online at http://
www.cdc.gov/biosafety/publications/bmbl5/.

Depending on the samples used, the cartridges, plates and vials may constitute a chemi-
cal or a biohazard. Dispose of the cartridges, plates and vials in accordance with good lab-

User Guide for Maurice, Maurice C. and Maurice S.



Checking Your Data

page 105

oratory practices and local, state/provincial, or national environmental and health regulations. Read
and understand the Safety Data Sheets (SDSs) provided by the manufacturers of the chemicals in
the waste content before you store, handle, or dispose of chemical waste.

Checking Your Data

Compass for iCE detects your sample protein and pl marker peaks and reports results automatically. But, we
always recommend you review your data using the steps in this section as a good general practice to make
sure your results are accurate. If you see a data warning in the Experiment pane, these steps will also help

you identify and correct any issues.

Step 1: Select Your Detection Mode

1. Go to the Analysis screen and open your run (if it isn't already open).

2. Thedata displays in absorbance mode by default. If you want to look at fluorescence data instead, select
Edit from the main menu and click Analysis. In the Analysis window, select Detection in the left side-
bar, then click Fluorescence in the Detection page.

(& Analysis: 2016-01-21_09-46-39_mAb11_Prep20160121_QC(0)2 | B [
type filter text Detection L=l 4 r v
Advanced
Detection Method () Absorbance @ Fluorescence
Peak Fit
Peak Names
pl Markers Systemn Suitablity Exposurel 0.005 seconds ’ExposureB 10 seconds v]

mAb Method Exposurel 0.005 seconds

Step 2: Check Your pl Markers

To make sure your pl markers are identified correctly:

1. Go to the Analysis screen.

2. Click Markers in the View bar.

’Exposure4 20 seconds v]

File Edit View Instrument Window

() == s | = [
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3. Click the Single View icon in the View bar.

File Edit View Instrument Window

() 2 somies | () =

!

4. Click Injection 1 in the Experiment pane.

5. Check that your pl markers in the electropherogram have been correctly identified. Each marker peak
will have a green vertical line running through it and be labeled Mkr. They're also identified with an M in
the Peaks table.

 2016-01-21.09-26-39_mAB 11 PrepZ0i60121, GO - Compass for ICE [ESReT=-=}
Fle Edit Veew Instument Window Help
= Markens | = Sampes |[Z] S = Batch 'imunsu-mwy
g =5 o mE =0
Injection  Sample Location  Me| 0000 Ingecmion: 1 .
1 System Suitabi.. AL Sys) 2000 M 1017
2 mAb il Bunk A2 m
3 mib1l Ref. 58 A3 mi 20000
4 mah 1l Prep 2. A4 mal 28000
5 maRll Prepl. A4 ma 26.000 Sfpten Sutunley
& mib il Prepd. Al ma) 24000 '
7 mAD 1L Ref, % A3 ma 000 ™
H mAb 1L Blnk A2 midl 20000
S 18000
£ 16000
2 1000
12000
10.000
2,000
6000
i I\
2,000
n\r\_ |
o W0 20 M0 40 S0 &0 70 0 %0 1000 1100 1200 130 140 150 160 1700 180 1M0 2000
Pl
Tl Peaks il Inpections| - o]
Injection Sample  Peak  Pesmion Height
ML System Sutabi... 1 W2
ML System Sutsbi.. 2 JLET N

6. If your pl markers aren't identified correctly, here's how to manually correct them:

To set an unidentified peak as a pl marker: Right-click the peak in the electropherogram or Peaks
table and select Force Standard. Compass will assign that peak as a pl marker, and correctly reassign
the remaining pl marker peaks.
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Alockicon indicating the pl marker was set manually will display next to the peak in the Peaks table and
a check mark will appear next to the injection in the Experiment pane to show a manual correction was

made.

Injections}
Injection Sample Peak Position Height
1 System Suitabi... 14 1315 1315.8
1 System Suitabi... 15 1422 14336
1 System Suitabi... 16 1549 1627.6
M1 System Suitabi... 17 1743 29396.8
1 System Suitabi... 18 1780 305401
1 System Suitabi... 19 1959 1399.5
1 System Suitabi... 20 2018 1470.4
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NOTE: To remove pl marker peak assignments that were made manually, right click on the peak in the
electropherogram or Peaks table and click Clear. To clear all the manual settings for the injection, click
Clear All.

If an incorrect peak is identified as a pl marker: Right-click the peak in the electropherogram or
Peaks table and select Not a Marker. Compass should correctly reassign the remaining peaks as pl
markers and update the Peaks table.

k=< Graph e = -0
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An M with a red slash through it will appear next to the incorrectly assigned peak in the Peaks table and
a check mark will appear next to the injection in the Experiment pane to show a manual correction was

made.
ZEE peaks - EE Injectionq EE Experiment =0
Injection Sample Peak Position Height Injection Sample Location Me
1 Systemn Suitabi... 14 1315 13158 |1 Systemn Suitabi.. Al Sys
1 System Suitabi... 15 1422 14336 2 méb 11 Blank A2 ma|
1 System Suitabi... 16 1549 1627.6 3 mAb 11 Ref. 5t.. A3 ma|
1 System Suitabi... 17 1743 29396.8 4 mAb1l Prep 2. Ad mé
| M1 System Suitabi... 18 1780 305401 | 5 mAb1l Prep 2. Ad ma|
1 System Suitabi... 19 13958 13935 6 mAb1l Prep 2. Ad mé
1 System Suitabi... 20 2018 1470.4 7 mAb 11 Ref. 5t.. A3 ma|
& mah 11 Rlank a7 md

7. Repeat the previous steps for the remaining pl marker peaks as needed in the current injection and for
all other injections to make sure all your pl markers are identified correctly.

Step 3: Checking Sample Peaks

All detected peaks will be labeled automatically with the calculated protein pl.
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NOTE: The reported protein pl in Compass may vary slightly from predicted pls based on sample, buffer,
and method conditions.

To make sure your sample proteins are identified correctly:

1. Click Samples in the View bar.

File Edit View Instrument Window

= orker: (5| = (5]

2. Click the Single View icon in the View bar.

File Edit View Instrument Window

= Markers | E] =

!

4. If your sample peaks aren't identified correctly, here's how to manually correct them:

3. C(lick Injection 1 in the Experiment pane.

If a peak is incorrectly identified as a sample peak: Right-click the peak in the electropherogram or
Peaks table and select Remove Peak. Compass will no longer identify it as a sample peak in the electro-
pherogram and the peak data will be removed in the results table.

User Guide for Maurice, Maurice C. and Maurice S.



Checking Your Data

page 110
(b Grapn TEl=E "0
12
220
338 997
v
200 v
107
180 623 ¥ Samplej
54 T 12

160 -
5 140
Ed
=
o 120
=3
=
Rl
S
3
2 8

60

40

au 2m U

(1} [ PP Zoom Out
n Remaove Peak
20 25 | X Hide 55 60 65 70 75 80 85 9.0 95 00 WE 110
Add Peak pl
= Add Baseline Point
Peaks ~ =i InJe:tions} =0
Remaove Baseline Point
Injection Sample Clear Height Area % Total % Area Width Baseline Resolution

2 Sample 1 35 41 08 0.0538 6.7
2 Sample 1 Copy... Curl+C 199.1 2253 0.0521 54 742

A check mark will appear next to the injection in the Experiment pane to indicate a manual correction

was made.

-

=g
Injection Sample Location Method
|1 Sample 1 Al Method
2 Samplel Al Methodl
3 Samplel Al Methodl
4 Samplel Al Methodl
5 Samplel Al Methodl

To identify a peak as a sample peak: Right-click the peak in the electropherogram or Peaks table and
select Add Peak. Compass will calculate and display the results for the peak in the results table and
identify the peak in the electropherogram.
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A check mark will appear next to the injection in the Experiment pane to indicate a manual correction
was made.

-

=g
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4 Samplel Al Methodl
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NOTE: To remove sample peak assignments that were made manually and go back to the original peak
data, right-click the peak in the electropherogram and select Clear.

5. Repeat the previous steps for the remaining injections to make sure all sample peaks are correctly iden-
tified.

Step 4: Assigning Peak Names

Compass can also optionally identify and automatically name sample peaks using user-specified peak name
settings. For more information on how to do this, see “Peak Names Settings” on page 354.
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Chapter 8:

Running CE-SDS Applications on
Maurice and Maurice S.

Chapter Overview
Before You Throw the Switch
Power Up
Running CE-SDS Applications
Post-batch Procedures

-+ Checking Your Data
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Before You Throw the Switch
Ensure that everyone using Maurice have:
Received instruction in general safety practices for laboratories.
Received instruction in specific safety practices for Maurice.
Received instruction on handling of biohazards (if biohazardous materials are to be used on Maurice).

Read and understood all Product Inserts and related Safety Data Sheets (SDS).

Power Up

1. Turn on the computer connected to Maurice.

2. Turn on Maurice’s main power switch.

3. Wait for Maurice to initialize. His indicator light will turn from magenta to blue when he's done.

4. Double-click the Compass for iCE software icon on the computer desktop to open the application.
5

Connect Maurice to Compass for iCE.

Running CE-SDS Applications

What You'll Need

Maurice CE-SDS Size Application Kit which includes:
Maurice CE-SDS Cartridges
Cartridge Cleaning Vials
Separation Matrix
Running Buffer (Top and Bottom)
1X Sample Buffer
Wash Solution
Conditioning Solutions (1 and 2)
25X Internal Standard
Glass reagent vials, 2 mL
96-well plates
Clear screw caps for vials
Orange pressure caps for vials

Maurice CE-SDS IgG Standard (optional)
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Maurice CE-SDS MW Markers (optional)

B-mercaptoethanol (BME, >98% = 14.2 M) for reducing conditions
lodoacetamide (IAM, 250 mM) for alkylation at non-reducing conditions
Deionized (DI) water

Sample vials with integrated inserts for samples (optional)

P10, P20, P200, P1000 and pipette tips

Water bath or thermocycler

Vortexer

Table-top centrifuge with plate adapter or vial adapter (12 mm, 2 mL vials)

Step 1: Prep Your Internal Standard, Samples and Reagents

NOTE: You can prepare your samples to run either in 96-well plates or vials. Using 96-well plates is the
default method.

Internal Standard

NOTES:
The Internal Standard is lyophilized. Always reseal the foil bag containing the unopened tubes with desic-
cant to prevent moisture absorption.

Aliquot the reconstituted solution into appropriately sized vials and store at -80 °C for long term storage.
For short-term storage (< 1 week), the solution can be stored at 2-8 °C

1. Open the vial of lyophilized 25X Internal Standard by lifting the center tab and gently pulling it back to
break the metal seal. Then slowly remove the rubber stopper.

2. Reconstitute by adding 240 ulL of 1X Sample Buffer. Pipette up and down a few times to mix thoroughly.
This results in a 25X Internal Standard solution.

NOTE: Don't vortex the reconstituted Internal Standard during prep.
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Sample Prep Under Reducing Conditions

Reduced IgG Sample

1.

In a microcentrifuge tube, dilute your IgG sample with 1X Sample Buffer to a concentration of 1Tmg/mL
in a final volume of 50 pL.

NOTE: Dilute at least 1:1 with 1X Sample Buffer.

2. Add 2 L of reconstituted 25X Internal Standard for every 50 plL of sample volume.

3. Add 2.5 L of 14.2 M B-mercaptoethanol to 50 uL of sample.

4. Mix thoroughly.
NOTE: Heating in the presence of SDS linearizes the protein and allows for SDS binding. The reducing
agents break up inter- and intra-molecular disulfide bonds.

5. Centrifuge the tube and heat the mixture in a water bath or thermocycler at 70 °C for 10 minutes.

6. Putthe tube on ice for 5 minutes.

7. Vortex briefly and spin down.

Reduced IgG Standard (Optional)

NOTE: The IgG Standard is lyophilized. Always reseal the foil bag containing the unopened tubes with des-
iccant to prevent moisture absorption.

Using scissors, carefully cut the top of the foil package, leaving the sealing strip intact.

Take out the strip of tubes and carefully cut one pink tube of lyophilized IgG Standard from the strip. Put
the unopened tubes back in the package, seal tightly and store at 2-8 °C.

Pierce the foil on the tube with a clean pipette tip.

Reconstitute the IgG Standard with 50 pl of 1X Sample Buffer. Gently resuspend by pipetting the solu-
tion up and down. Transfer the solution to a microcentrifuge tube.

Add 2 pL of reconstituted 25X Internal Standard.
Add 2.5 L of 14.2 M B-mercaptoethanol.
Mix thoroughly by vortex.
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8. Centrifuge the tube and heat mixture in a water bath or thermocycler at 70 °C for 10 minutes.
9. Putthe tube onice for 5 minutes.

10. Vortex briefly and spin down.

CE-SDS Molecular Weight (MW) Markers (Optional)

NOTE: The CE-SDS MW Markers are lyophilized. Always reseal the foil bag containing the unopened tubes
with desiccant to prevent moisture absorption.

1. Using scissors, carefully cut the top of the foil package leaving the sealing strip intact.

2. Take out the strip of tubes and carefully cut one green tube of lyophilized CE-SDS MW Markers from the
strip. Put the unopened tubes back in the package, seal tightly and store at 2-8 °C.

3. Pierce the foil on the tube with a clean pipette tip.

4. Reconstitute the CE-SDS MW Markers with 50 uL of 1X Sample Buffer. Gently resuspend by pipetting the
solution up and down. Transfer the solution to a microcentrifuge tube.

Add 2 pL of reconstituted 25X Internal Standard.
Add 2.5 plL of 14.2 M B-mercaptoethanol.
Mix thoroughly.

Centrifuge the tube and heat the mixture in a water bath or thermocycler at 70 °C for 10 minutes.

O 0 N O W

Put the tube on ice for 5 minutes.

10. Vortex briefly and spin down.

Spin Samples, Standards and CE-SDS MW Markers
If you're using a 96-well plate:

1. Transfer 50 uL of each of your samples, IgG Standard and CE-SDS MW Markers to their designated wells
in a 96-well plate.

2. Cover the plate with a lid and spin for 10 minutes at 1000 xg in a centrifuge with a plate adapter.
3. Popany bubbles in the samples with a clean pipette tip.
If you're using vials:

1. Transfer 50 uL of each of your samples, IgG Standard and CE-SDS MW Markers to their designated sam-
ple vials with integrated inserts.

2. Close the vials with a clear screw cap.

3. Placethe vialsin a centrifuge using a vial adapter (12 mm, 2 mL vials) and spin for 10 minutes at 1000 xg.
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Clear screw cap

Sample vial with
integrated insert

Sample Prep Under Non-reducing Conditions

Alkylation Reagent

NOTES:
We use a 250 mM solution of iodoacetamide (IAM) as an alkylating reagent.

Prepare a fresh 250 mM solution of iodoacetamide in DI water before use.

1. Weigh out 46 mg of IAM directly into a 1.5 mL microcentrifuge tube.
2. Add 1 mL of DI water to the tube and mix thoroughly.

Non-reduced IgG Sample

1. Ina microcentrifuge tube, dilute your IgG sample with 1X Sample Buffer to a concentration of T mg/mL
in a final volume of 50 pL.

NOTE: Dilute at least 1:1 with 1X Sample Buffer.

Add 2 L of reconstituted 25X Internal Standard for every 50 uL of sample volume.
Add 2.5 pL of 250 mM IAM.
Mix thoroughly.

Centrifuge the tube and heat the mixture in a water bath or thermocycler at 70 °C for 10 minutes.

S

Put the tube on ice for 5 minutes.

User Guide for Maurice, Maurice C. and Maurice S.



Running CE-SDS Applications page 118

7.

Vortex briefly and spin down.

Non-reduced IgG Standard (Optional)

NOTE: The IgG Standard is lyophilized. Always reseal the foil bag containing the unopened tubes with des-
iccant to prevent moisture absorption.

Using scissors, carefully cut the top of the foil package, leaving the sealing strip intact.

2. Take out the strip of tubes and carefully cut one pink tube of lyophilized IgG Standard from the strip. Put
the unopened tubes back in the package, seal tightly and store at 2-8 °C.

3. Pierce the foil on the tube with a clean pipette tip.

4. Reconstitute the IgG Standard with 50 uL of 1X Sample Buffer. Gently resuspend by pipetting the solu-
tion up and down. Transfer the solution to a microcentrifuge tube.

5. Add 2 L of reconstituted 25X Internal Standard.

6. Add 2.5 uL of 250 mM IAM.

7. Mix thoroughly by vortex.
NOTE: Heating in the presence of SDS linearizes the protein and allows for SDS binding. The alkylating
agents prevent disulfide-bond scrambling catalyzed by free sulthydryl groups. This minimizes the appear-
ance of fragments under non-reducing conditions.

8. Centrifuge the tube and heat mixture in a water bath or thermocycler at 70 °C for 10 minutes.

9. Putthe tube on ice for 5 minutes.

10. Vortex briefly and spin down.

Spin Samples and Standards

If you're using a 96-well plate:

1.
2.
3.

Transfer 50 L of each of your samples and IgG Standard to their designated wells in a 96-well plate.
Cover the plate with a lid and spin for 10 minutes at 1000 xg in a centrifuge with a plate adapter.

Pop any bubbles in the samples with a clean pipette tip.

If you're using vials:

1.
2.

Transfer 50 uL of your samples and IgG Standard to their designated sample vials with integrated inserts.

Close the vials with a clear screw cap.
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3. Place the vials in a centrifuge using vial adapter (12 mm, 2 mL vials) and spin for 10 minutes at 1000 xg.

Reagents

NOTE: Don't reuse reagents, vials or the clear screw caps. Always keep the orange pressure caps paired
with their respective reagents. If you want to reuse pressure caps, first wash them thoroughly with DI
water, soak overnight in Dl water, rinse caps thoroughly with DI water again and air dry them before reus-

ing.

1. Pipette 1.5 mL of Conditioning Solution 1 into a glass reagent vial, label and close with an orange pres-
sure cap.

Pressure cap

Glass reagent vial

2. Pipette 1.5 mL of Conditioning Solution 2 into a glass reagent vial, label and close with an orange pres-
sure cap.

3. Pipette 1.0 mL of Wash Solution into a glass reagent vial, label each and close with an orange pressure
cap.

4. Pipette 1.5 mL of Wash Solution into two glass reagent vials. Label each and close both with clear screw
caps.

User Guide for Maurice, Maurice C. and Maurice S.



Running CE-SDS Applications page 120

Clear screw
cap

Glass reagent vial

Pipette T mL of Separation Matrix into a glass reagent vial, label and close with an orange pressure cap.
Pipette 1T mL of Running Buffer - Bottom into a glass reagent vial, label and close with a clear screw cap.

Pipette 1.5 mL of DI water into a glass reagent vials, label and close with an orange pressure cap.

. N O WU

Close an empty glass reagent vial with an orange pressure cap.

Step 2: Prep the Cartridge

1. Take the CE-SDS Cartridge out of its packaging. Save the packaging, you'll need it later to store the car-
tridge.

NOTE: When you remove the cartridge from its packaging, make sure the cartridge inlet doesn’t come in
contact with any surface.
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2. Pull the cartridge insert out of the cartridge.

Cartridge Optical Cartridge
Insert Window Inlet

3. Slide the Top Running Buffer vial into the cartridge insert so that the metal pin on the side of the vial is
facing out. Press the vial up until it is completely inside the cartridge insert.

NOTE: The Top Running Buffer vial has metal pins on either side, so no specific orientation is necessary.

e

4. Slide the cartridge insert back into the cartridge.
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Step 3: Install the Cartridge

1. Open Maurice's door by touching the metal plate on top of the door.

NOTE: The indicator light on Maurice’s front panel will blink rapidly as the door disengages.

2. Swing the door open to access the cartridge slot and the reagents and samples platform. The lights on
either side of the slot will be orange.
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3. Lift the cartridge and hold it vertically using the finger holds on either side, cartridge inlet down, with
the CE-SDS label facing you.

4. Gently insert it into the slot. You'll feel the alignment groove on the cartridge align inside the slot when
you insert it.

5. Continue to slide the cartridge into the slot until the locking mechanism engages. The lights on either
side of the slot will change to blue once the cartridge is installed correctly.
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Step 4: Load Samples and Reagents

1. Place the reagent vials into their respective positions in the sample and reagents platform:

NOTES:

The two reagent rows in Maurice’s reagent and sample platform are kept at room temperature.

Pressure caps are orange and have a raised, ringed surface. They should only be used in Reagent Row P
Use reagent vials with clear screw caps in Row N.

P1 - Conditioning Solution 1 with orange pressure cap
P2 - Conditioning Solution 2 with orange pressure cap
P3 - DI water with orange pressure cap

P4 - Separation Matrix with orange pressure cap

P5 - Wash Solution vial with orange pressure cap

P6 - Empty vial (air) with orange pressure cap

N1 - Wash Solution vial with clear screw cap

N2 - Wash Solution vial with clear screw cap

N4 - Running Buffer - Bottom with clear screw cap
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2. Depending on what you prepared your samples in, put your 96-well sample plate in the metal plate
insert or your sample vials in the metal vial insert.

NOTE: Well AT on the 96-well plate should be in the top left corner of the insert.

3. Close the instrument door. Maurice locks it automatically.

Step 5: Create a Batch
1. Launch Compass for iCE.

2. Select the Batch tab. This is where you'll enter sample/injection information, methods and batch

parameters.
 Maurice CE-505 - Compans for iCE [ & |
Fie Edit Instument  Window Help
[ Batc | (T Fun Sumnenary i} Analysis
Bstche Maurice CE-SDS 7 njections L, History | T Notes B add Yl Replicate X Remove 1 @ = O]
) Lyt =0 Sample D Locstion  Whethod Motes
(I Samphe 1 Al Reduced I
D [ we - ko - (X
© G Wew fop wen Ar
o
T v e

@

.

.

o

.

o
— =
Hame Sample Load Separation
Reduced lgG 20 sec 4600 Volts 250 prin 5750 Vohts
Mon-reduced IgG 20 sec 4600 Volts 350 min 5750 Vohs
MW Markers 20 sec 4600 Volts 30.0 min 5750 Volts.
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3. To create a batch, make sure Maurice is connected to Compass for iCE. If he isn't, select Instrument and
click Connect. Then select your Maurice system and click Connect.

To create a new batch:

« On Maurice systems - in the main menu, select File > New Batch > Maurice CE-SDS.

« On Maurice S. systems - in the main menu, select File > New Batch.

To use an existing batch: In the main menu, select File > Open Batch.

NOTE: If you're making changes to an existing batch, follow the steps in this section. Otherwise skip to

“Step 6: Start the Batch” on page 133.

[File] Edit 1

L oWind Help

Save

MNew Batch 3 Maurice cIEF
Open Batch 4 Maurice CE-5D5

Save As...

11_Prep20160121_QC(0)2

Batch Report...

=1

Edit 1 t Window Help
MNew Batch 3
Open Batch 3 Maurice CE-5D52
Save Maurice cIEF
Save Ac.. Maurice CE-5D51
Batch Report... ; Bl

4. Inthe Layout pane, clicking on the vial/plate icon toggles between formats. Select a 96-well plate or 48

vials depending on what you're running.

=08

- (+ Add - (x Remowe

1 CZ  ‘Water Sep. Wash  Air

090000
00 .0 .

Wash Wash Run

1 2 3 4 5 & 7 8 8 10 1 12

A
B
c
o
E
F
G
H

=

9] wc - CF2od ~ €X Remove

1 CZ  ‘Water Sep. Wash  Air

090000
00 .0 .

Wash Wash Run

i 2 3 4 5 6 1 8

m o om QO N @

5. Use your mouse to highlight the well positions for each of your samples, then click Add.
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=

10°C ~ ‘(+Add v‘(x Rernave

L] €2 Water Sep. | Add samples in selected locations

000090
00 0 .

Wash Wash Run
1 2 3 4 5 & 7 8 9% 10 M 12
@
B
c
=]
E
F
G
H

This populates the Injections table:

= Injections ey H\storﬂ T Nots] Lrocs [ttt [Stmns w =5 58
SamplelD Lecation Method Motes
1 Sample 1 Al Reduced IgG
2 Sample 2 a2 Reduced IgG
3 Sample 3 A3 Reduced IgG
4 Sample 4 Al Reduced IgG
5 Sample 5 A5 Reduced IgG
6 Sample 6 26 Reduced IgG
7 Sample 7 A7 Reduced IgG
8 Sample 8 A3 Reduced IgG
9 Sample 9 Reduced IgG
10 Sample 10 A10 Reduced IgG
1 Sample 11 ALl Reduced IgG
12 Sample 12 A12 Reduced IgG

6. Compass for iCE can monitor the current during a separation for you, stop it if the current drops below
the minimum value and reinject the sample for you automatically. Reinjections are enabled by default,
but if you don't want to use this feature just click the reinject icon to toggle it off.

NOTES:

If a sample was reinjected, the injection row will be flagged in the Injections pane in the Run Summary
screen. See “Injection Flags” on page 158 for more info.

A maximum of 10 reinjections are allowed per batch.

User Guide for Maurice, Maurice C. and Maurice S.



Running CE-SDS Applications page 128

=g

‘+ Add - (x Remove

1 CZ  ‘Water Sep. Wash  Air

006860

7. The sample platform is temperature controlled with a default setting of 10 °C. To change the tempera-
ture or turn it off, click the down arrow next to the temperature and select an option.

NOTE: The two reagent rows are kept at room temperature.

=g

‘+ Add - (x Remove

ter  Sep. Wash  Air
19©00.

Run

8. Inthe Methods pane:

NOTE: There are three default methods. We recommend using the default method parameters for the
listed samples. Please see the Maurice CE-SDS Application Guide for more information on method optimi-

zation.

a. Click the first cell in the Name column and enter a new method name if needed.

i

MName Sample Load Separation

20 sec 4600 Volts 25.0 min 5750 Volts
MNon-reduced IgG 20 sec 4600 Volts 35.0 min 5750 Volts
MW Markers 20 sec 4600 Volts 30.0 min 5750 Volts

b. Click the first cell in the Sample Load column, then click then click the selection button [...] to set
your load profile time (in seconds) and voltage.
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M fh\ (& Sample Load Profile -

I Add ” Remove ]

MName Sample Load

Reduced IgG Voltage1 Step E] Time (s) Voltage (Volts)
MNon-reduced IgG 20 sec 4600 Volts 20 4600

MW Markers 20 sec 4600 Volts

[ ok ][ Concer |

. Click thefirst cell in the Separation column then click the selection button [...] to set your separation
time (in minutes) and voltage.

NOTE: Run your reduced IgG samples and IgG Standard for 25 minutes and the CE-SDS MW Markers for 30
minutes. Run your non-reduced IgG samples and IgG Standard for 35 minutes. The default separation
voltage for all sample types is 5750 volts.

f:+ Separation Profile u

I Add I ’ Remove ]

Sample Load Separation
Voltage 1 5t —»
= cMiinity oltage i E] Time (min) Voltage (Volts)
20 sec 4600 Volts 35.0 min 5750 Volts = =
20 sec 4600 Volts 30.0 min 5750 Volts '

ok || Cancel

9. You can now:

- Make updates to the remaining methods by repeating the prior steps.
« Select a method and click Remove in the upper right corner of the Methods pane to delete it.

+ Click New in the upper right corner of the Methods pane to add a new one if you want to use dif-
ferent methods for different samples. Then just repeat the steps above for the new method.

10. In the Injections pane:

a. To add sample names: Click the Sample ID cell for the injection and type a name.
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E — E B H\storﬂ =y Notes] [# Add ||| Replicate |X Remove = &5 = O
SampleID Lecation Method Motes

1 a1 Reduced IgG

2 Sample 2 A2 Reduced IgG

3 Sample 3 A3 Reduced IgG

4 Sample 4 Ad Reduced IgG

5 Sample 5 AS Reduced IgG

[ Sample 6 AB Reduced IgG

7 Sample 7 AT Reduced IgG

8 Sample 8 Al Reduced IgG

9 Sample & A9 Reduced IgG

10 Sample 10 Al0 Reduced IgG

1 Sample11 All Reduced IgG

12 Sample 12 Alz2 Reduced IgG

b. To assign methods for each injection: Click the Method cell for the injection and select a method
from the drop down menu.

= Injections = Hi;turﬂ T Nuteq gk 2dd Jll| Replicate |X Rermove & B ~ O
SampleID Location Method Motes

1 Product & M Non-reduced IgG -

2 Sample 2 A2 Reduced IgG

3 Sample 3 3 Non-reduc, i

4 Sampled Ad T

5 Sample5 AS Reduced IgG

[ Sampled AB Reduced IgG

7 Sample7 AT Reduced IgG

8 Sampled AB Reduced IgG

To add sequential replicate injections: Highlight an injection and click Replicate. A new injec-
tion will be added under the row you selected

.mﬂ» History| T Notes| [ Add []l| Replicate ||X Remove @ & = O
=
Sample 1D Location Method Notes
1 Product A Al MNon-reduced IgG
| 2 Product A A2 Reduced IgG |
3 Product B A3 Neon-reduced [gG
4 Product B A4 Reduced IgG
5 Product C A5 MNen-reduced [g
6 Product C AR Reduced IgG
m\‘” History| T Notes| [ Add HI| Replicate |X Remove = | — O
Sample ID Location Method Notes
1 Product A Al Non-reduced 1gG
| a2 Product A A Reduced IgG
3 Product A A2 Reduced IgG
4 Product B A3 Non-reduced 1gG
5 Product B Ad Reduced IgG
6 Product C A5 Nen-reduced IgG

- To add injections at the end of the batch: Click on any sample position in the Layout pane or
sample injection in the Injection table and click Add. A new injection using the same sample will
be added to the end of the table. Assign the method if needed.
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T Injections | History| T Notes| |# Add |}i|| Replicate |X Remove = =5 = 0

Sample ID Location Method MNotes
1 Product A Al Non-reduced IgG
a2 Product A A2 Reduced IgG
3 Product A A2 Reduced IgG
| 4 Product B A3 Non-reduced IgG
5 Product B Ad Reduced IgG
6 Product C A5 Nen-reduced 1gG

- To copy and paste injections: Right-click on an injection in the Injection table and select Copy.
Click on the injection number above where you want to insert the copied injection, right click
and select Paste. The copied injection will be inserted under the row you selected.

11. Click on the Notes pane, then click in the notes area and type any information you want to add about
your batch (optional).

7 Injections |[o History [ T *Notes =0

Product testing |

12. You can preset the parameters used to analyze data generated with the batch (optional). We recom-
mend using the default parameters for CE-SDS applications, but if you want to modify parameters:

a. Select Edit from the main menu and click Default Analysis. The following screen will display:
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( Default Analysis: Maurice CE-SDS [ [ B [
type filter text Advanced f=1 - v
| Advanced |
Markers Analysis Settings Analysis Settings: Advanced
Peak Fit Advanced Standards
Peak Mames
Peak Width 20
Allowable Drift 100
Apply Default:
[Advanced b
Apply Override:
Apply Te Settings
[ Import.. ] [ Export... ] l QK ] [ Cancel I [ Apply ]

b. Change the parameters you want to, then click OK. For detailed information on analysis parameters,
please refer to "Analysis Settings Overview” on page 244

13. Once all of your sample, method and injection info is entered, select File > Save. Enter any comments
on the batch if you want, then click Save.

{+ Save Batch Comment

e

Batch: Maurice CE-5D52

Comment:

Save ] ’ Cancel

14. Enter a name for your batch then click Save.
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Step 6: Start the Batch

1. Make sure Maurice is connected to Compass for iCE. If he isn't, select Instrument and click Connect.
Then select your Maurice system and click Connect.

2. Click Start to start your batch.

File Edit Instrument Window Help

-
\J Ready J
Start run

3. The Start Run box shows you the number of injections and batches remaining on your cartridge. Make
sure you still have enough injections left before you start the run. If not, prep a new cartridge.

4. Clickin the Results File name box if you want to change the default run file name. Otherwise just leave
itasis.

r hl
(& Start Run [~ 25—
Batch: Maurice CE-SDS
Results file name::

2015-12-10_15-21-49_Maurice CE-5DS
Location: C:\Users\Administrator\Documents\Compass for iCE\Runs\Mark

Comment:
Cartridge
Type: CE-5DS Batch Injection Limit: 48
. Expires: Oct 2016 Injections Remaining : 80
- Serial Number: 3151022198

[ s ][ cCance |

5. If you don't want to save the file to the default Runs folder, click Browse to select a different location.
6. Enter any run details youd like in the Comments box (optional).

7. Click Start to start the run.

NOTE: The indicator light on Maurice’s front panel will pulse slowly while he’s running the batch.
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To monitor the progress of your batch, click the Run Summary tab. See Chapter 9, "Run Status”for more

details.

Tur 10:45 AM

Ruec 2015-12.20_10.49-14_3Tinjection-500ms_Cartridge-Validation_Day_11.30-15 C3151201216 KFL010

File Edt Instrument Window Help
!
s Running Stop
LU=
Sample ID Lecation  Method
Setup
MW ladder a Methodi
IgGHi-R Bl Methodl
hSAP IgG-R a Methodl
I9628-HR o Method?
hSAR-lgG-NE B Methudt
IgGHi-R Bl Methodl
hSAP IgG-R a Methodl
I9628-HR o Method?
hSAR-lgG-NE B Methudt
W laddler .u Method}
1gG20-R o Methodl
hSAPIGGR Methodl
Condstion
IgGai-NR oL Methodl
RSAP-IG-HE B Method2
15G28-R Bl Methodl
HSAP IgG-R a Methodl
IgGai-NR oL Methodl
RSAP-IG-HE B Method2
AW ladder a1 Methodl
Gz E Methodl
hSAP IgG-f a Methodl
TgG2-NR 0 MethodZ
HEAP-lgG-NE EL Method?
IR E Methodl
Condition
HSAP IgG-R a Methodl
19628 NR o Method?
HSAP-IGG-NE Bl Muthod?
W ladder al Method}
1gG28-R Bl Methodl
HEAP 1gG-R =} Methodl
IgGTRN o Method?
hSAP-IgG-NE B Methodl
1gG28-R Bl Methodl
HEAP 1gG-R =} Methodl
IgGTRN o Method?
hSAP-IgG-NE B Methodl
Condition
AW ladder a1 Methodl
Cleanup
f) m I

Status

Completed
Completed
Completed
Completed
Completed
Completed
Completed
Completed
Completed
Completed
Completed
Completed

run 2015.42.29_1049.44.

500ms_Cariridg
path
batch Hinjection-50ms_Cartridge-Validation

batch type CE-SDS

Instrument Maurice : Maurice kH010 - kKFO10
samples 96 well plate
started Tue 10:49 AM Dec 29, 2015 PST

cartridge CE-SDS
serlal number HS12H216

injections remaining #9

batches remaining 8

vxpines Dec 2016

L Separation Plet &< IV Pt

NSAP kG-

Day!_11.:30-15_CH51201216_KF1010

—
Wied 5:39 AM

0 Bach ([l Rum Summany | 413 Anatysis

Zoom Out

Lk

500

50 00 150 200 =0 00 0 00 &
Time (Seconas)

550

B0 60 W 0 B0 B

To view results, analyze results or change analysis parameters on completed injections while the batch is
still running, click the Analysis tab. See Chapter 11, “CE-SDS Data Analysis” for more details.
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File B View Intrumesdt  Window  Help
— Batsh () Pun Sumenary [ZE} Anabyes
e e e
N Tur 1048 204 Vied 939 M
= Sttt [ZSargi) (5] 2
N Expariorent — O i Gaghlh, TE=gT=n
Ingectson Sample Locstion  Method | L
1 MW ladder A1 Methodl | =5
2 lgG2B-R a Methedl m
3 AP EgG-R a Methodl 0
: 13626-NR: ot Methed?
5 hSAPdgG-NR 0L Methad? =
6 IgG6-R B Methodl e
7 hSAP lgleR a Methed] @ -4
] Igl2B-NR m Mithed?
9 hSAP 1gG-NR a Method?
10 MW Lasdder a Methodd
u Iga2e8 B Methedl .
1u hSAP BgG-R a Methedl g
[ 3E] 15G28-NR. ot Methcd? 3
eu hSAPge-NR L Mhethad? =
[:3H] lgG26-R 8 Methodl 8
31 hAAP IgG-R a Msthod] ¥
a1 IgG2BNR m Bethod? 2
31 KSAPgG-NR Method? %
en MW ladder A Methed?
ox IgG2e-R L Methedl 0
en hE4P IgG-R a Method]
e 19G2B-NR ol Method? 5
en hSAPgG-NR B Methad? /,{ I It ||\
CETR"- i Mttt (] Wl/\—'\—
[ FH AR IR a Bethod]
ax IgGIE-HR m Methed? &
an hSARgG-NE L Method?
ox MW ladder M Methodd a0
[: 5] IgG2e-R n Methcdl 02 a3 oe as (1 ar os a5 10 1 12 13 4 15 16 17 18
ex hSAP gGoR a Mathedl b Syl T,
a1 1g626-NR [ Method? o T beectiont =
on hSAPgG-NR  E© Mathedl o P -1['!“‘-““" = = — = = — = = = = = ':
on lgG28-R 8 Methedl Tnjecticn Sample  Pesk  Mame Time RMT  Height  RawAnes s STowl N width  Baseline  Reschatic
B|u K3AP kgG-R a Method] & IgGIE-R 1 10618 107 w0y e 1343 1m0 ws 08
[ E' IgGIBNR m Methed?
[} ] hUAPgG-MR Methed?
an MW lpdder Al Methed?

When your batch is complete, you can view electropherograms for all injections in the Analysis tab, and
all batch and injection details in the Run Summary tab.

NOTE: If youd like Maurice to let you know when your run is done, you can set him up to tweet you. Go to
“Setting Up Maurice Systems to Send Tweets” on page 383 for more info.

Post-batch Procedures
When the batch is done:

1. Open Maurice's door. The lights on either side of the cartridge slot will be orange as Maurice will have
already disengaged the cartridge.

2. Remove your reagent vials and samples and discard.

3. Gently pull out the cartridge making sure the cartridge inlet doesn't come into contact with any surface.
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NOTE: If you see any separation matrix sticking to the capillary inlet, soak it in DI water for 5 minutes. Then
wipe it using a lint-free laboratory wipe that's been moistened with DI water.

4. Pull the cartridge insert out.
5. Remove the Top Running Buffer vial and dispose of it according to your institution's safety and waste
disposal guidelines.

6. Check the saturation sensor on the back of the cartridge insert. If it's red, you'll need to use a new car-
tridge insert for your next batch. If the saturation sensor isn't red, you can keep using the current car-
tridge insert with that cartridge.

Saturation
Sensor

NOTE: Don't dispose of the cartridge insert unless the saturation sensor is red.
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If you're at 100 injections, the cartridge is at its limit. Put it in its original packing and discard it along
with the cartridge insert and the Top Running Buffer vial per your institution's safety and waste disposal
guidelines. Discard the cleaning vial you've used with that cartridge too.

NOTE: Disposal of cartridges, sample plates and vials depends on the samples you ran. If you aren't sure
what your sample origins are, we recommend you dispose of everything in biohazard waste.

If you've still got injections left and the cartridge will be used again within 2 hours. You can leave

the cartridge in Maurice. When you're ready to run the next batch, just replace the Top Running Buffer

vial with a fresh one.

If you've still got injections left and the cartridge won't be used within 2 hours. Clean and store

the cartridge:

a. Pipette 1.5 mL of DI water in a new glass reagent vial and close it with an orange pressure cap.
Place this vial in P3.

b. Insert a Cleaning Vial into the cartridge insert.

c. Slide the cartridge insert back into the cartridge.
d. Insert the cartridge in Maurice.

e. In the Compass main menu, select Instrument and click Cartridge Cleanup.
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File Edit [Instrument | Window Help

' Start

Cartridge Cleanup
Self Test

Batch: Mg VT

HK:

Layout Properties...
Update 3

Disconnect

f. You'll get the following message. Click OK. It'll only take six minutes.

fe+ Cartridge Cleanup ﬁ
@% Make sure a cartridge is present and you have installed the cleaning insert before
' clicking "OK".
[ ok ][ Cancel

g. Once the cleanup procedure is done, remove the cartridge.
h. Pull the insert from the cartridge.

i. Remove the Cleaning Vial and push the empty insert back into the cartridge.

NOTE: The cleaning vial is paired with the cartridge and can be used for a maximum of three Cartridge
Cleanup cycles of that cartridge. Dispose of the cleaning vial when you dispose of the cartridge. Don't use
it with other cartridges.

j. Put the cartridge back in its protective packaging and store it at room temperature.

IWARNING! SHARPS HAZARD
The capillary inlet of the cartridge may present a potential sharps hazard. Dispose of used cartridges
according to your organizations health and safety regulations.
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'WARNING! BIOHAZARD
Cartridges, sample plates and vials should be handled by procedures recommended in

the CDC/NIH manual: Biosafety in Microbiological and Biomedical Laboratories (BMBL).

The manual is available from the U.S. Government Printing Office or online at http://

www.cdc.gov/biosafety/publications/bmbl5/.

Depending on the samples used, the cartridges, plates and vials may constitute a chemi-
cal or a biohazard. Dispose of the cartridges, plates and vials in accordance with good lab-

oratory practices and local, state/provincial, or national environmental and health

regulations. Read and understand the Safety Data Sheets (SDSs) provided by the manu-
facturers of the chemicals in the waste content before you store, handle, or dispose of

chemical waste.

Checking Your Data

Compass for iCE detects your sample proteins, CE-SDS MW Markers and Internal Standard peaks and reports
results automatically. But, we always recommend you review your data using the steps in this section as a
good general practice to make sure your results are accurate. If you see a data warning in the Experiment

pane, these steps will also help you identify and correct any issues.

Step 1: Check Your Internal Standard

To make sure your Internal Standard is identified correctly:

1. Go to the Analysis screen and open your run (if it isn't already open).

2. Click Standards in the View bar.

File Edit | View | Instrument Window

) =2 s | = [

3. (lick the Single View icon in the View bar.

File Edit View Instrument Window

= sumpies |[F 2

!

4. Click Injection 1 in the Experiment pane.
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5. Check that your Internal Standard in the electropherogram has been correctly identified. It'll be labeled
Std 1 and will have a green vertical line running through it. The Internal Standard is also identified with
an S in the Peaks table.

5 MW Laddder assigned_MW Ladder Sal Test IS final QC 110 ms Maurice CE-S05 - Compass for iCE B )
Fie Edt Vew lnstument Window Help
= Sandards | = Samples |[Z] = Daeuch (G Run Sumenory [EE i
[ Epesiment = 0[5 Gragh MeE =0° =0
Injection  Sample Location M, . L]
1 IgG System Can AL Me n
H Control Ladder A2 Me =
3 Tect Ladder A3 Me
4 - Alpha Bl Me n
] 15 - Frazen P3 L Me| w 15 - Frivzen I‘EI
s K.TLP2 [ Me 3
7 51293 1 Me ;
8 5-T3P3 BS Me
3 Control Ladder A2 Ml E7
w0 Test Ladder A Mel| & 6
n 15 - Alphs ® Me, g 5 1!
12 B - Frazen P3 B2 Mr| |
13 B-TIPY B3 Me
H K.T2P2 B Me <
15 5-TIP} 3 Me 2
15 ControlLadder A2 Me 1 P
17 Test Ladder A Me § b—— L_,} =
1§ 15 - Alpha Bl Me p
19 5 - Frazen P3 -] Me
o BeTPR B2 Me 2
n 5-T2P3 B Me gd 200 a0 L) 00 €00 0 00 "o 1000 L0010 1300 1400 150 B0 LMO 180 1M
2 K.T3P2 B Me Time {s0c)
B ControlLadder A2 Mel Tt Peats i npecions ==
M Test Laddes a3 Me |
- - Alphs Bl Me] | Injectica Sample  Peak Time Heaght
F I5-FrozenP3 B2 Me|| 55 15+ Frozen P} 1 s an
n B-TIF 4] Me
2 B-T2P3 B4 Mr|
F. ] B-TiP3 B Me
‘ W '

6. If your Internal Standard isn't identified correctly, here’s how to manually correct it:

To set an unidentified peak as the Internal Standard: Right-click the peak in the electropherogram
or Peaks table and select Force Standard. Compass will assign that peak as the Internal Standard.
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A lock icon indicating the Internal Standard was set manually will display next to the peak in the Peaks
table and a check mark will appear next to the injection in the Experiment pane to show a manual cor-
rection was made.
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Injectionq ﬁ M i =0

Injection Sample Peak Time Height Injection Sample Location  Method
1 Samplel 11 5482 1151 (& 1 Sample 1 Al Methodl

1 Samplel 12 5517 1152 2 Samplel Al Methodl

1 Samplel 13 572.0 1340 3 Samplel Al Methodl

1 Samplel 14 583.5 1487 4 Samplel Al Methodl
as1 Samplel 15 5806 190.0 5 Samplel Al Methodl
1 Samplel 16 7108 2303 4] Samplel Al Methodl

1 Samplel 17 7146 2785 7 Samplel Al Methodl

NOTE: To remove an Internal Standard peak assignment that was made manually, right click on the peak
in the electropherogram or Peaks table and click Clear. To clear all the manual settings for the injection,
click Clear All.

If an incorrect peak is identified as the Internal Standard: Right-click the peak in the electrophero-
gram or Peaks table and select Not a Standard.

e Bel =0~ ="
Injection: 4
13
12
1
10 15 - Alpha
14
&)
8
o 7
c
g6
5
265
=
4
3
2 I
* JL
0
-1 Zoom QOut
2 Clear
0 100 200 300 400 500 60 S MNotaStandard 000 1.100 1.200 1.300 1.400 1.500 1.600 1,700 1.200 1.90)
c)
Clear All
= EW
Copy... Ctrl+C 1

An S with a red slash through it will appear next to the incorrectly assigned peak in the Peaks table and
a check mark will appear next to the injection in the Experiment pane to show a manual correction was
made.
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i peaks o TH Injectionq EE Experiment =0
Injection Sample Peak Time Height Injection Sample Location  Method
1 Samplel 11 5482 1151 E Samplel Al Methodl
1 Samplel 12 5517 1152 2 Samplel Al Methodl
1 Samplel 13 572.0 1340 3 Samplel Al Methodl
1 Samplel 14 583.5 1487 4 Samplel Al Methodl
S1 Samplel 15 5806 190.0 5 Samplel Al Methodl
1 Samplel 16 7108 2303 4] Samplel Al Methodl
S1 Samplel 17 7146 2785 7 Samplel Al Methodl

1 Samnle 1 18 AA9.0 73749
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7. Repeat the previous steps for all other injections to make sure your Internal Standard is identified cor-

rectly.

Step 2: Set Your Molecular Weight (MW) Markers

NOTE: You'll only need to do this if you ran the CE-SDS MW Markers. If you didn’t, you can skip to the next

section.

Compass reports the relative migration time (RMT) of your sample in the Peaks table. If you also want to
know the relative molecular weight of your sample, you can run the CE-SDS MW Markers as one of your

injections.

You'll see these sizing markers when you run the CE-SDS MW Markers: 10, 20, 33, 55, 103, 178, and 240 kDa.

To get MW data:

1. Click Samples in the View bar.

File Edit | View | Instrument Window

‘=t Standards | E] =

2. Select Edit from the main menu and click Analysis. In the Analysis window, select Markers in the left
sidebar. Then click the Markers Injection drop down menu to select the injection you ran your CE-SDS

MW Markers in.

User Guide for Maurice, Maurice C. and Maurice S.



Checking Your Data

& Analysis: MW ladder assigned_MW Ladder Sol Test IS final QC 110 ms Maurice CE-5DS o [ B e
type filter text Markers f=10 4 -
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Markers Analysis Settings Markers
Peak Fit Standards Internal Standard Time 750 Seconds
Peak Names
Markers Injection
no markers |- |
. . (1
AR
10 1 3
Add Remove 0 115 ;
B 13 5
Apply Default: 55 L5 7
[Standards 03 18 8 4
tandar oo a5 3
Apply Override: 240 22 1
12
Apply To Settings 13
14
5 | Standard
ample andards 15
16 L
17
— ) [
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E 20 emove
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2 £
Add Remaove
[ Import... ] [ Export... ] [ oK ] [ Cancel ] [ Apply i
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3. The default Maurice CE-SDS MW Markers molecular weights and relative migration time (RMT) values
are already populated in the table. If you'd like to use these values, skip to the next step. If you're using
different markers, click in the MW and RMT cells to type new values, click a row and select Remove to
delete, or click Add to add a new one.

Markers Injection

MW
15
2

33
55
103
178
240

RMT
1
115
13
15
18
215
22
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4. (Click OK to close the Analysis window. Compass will automatically assign the molecular weights to your
makers and label them Mkr. A MW (kDa) column will also now display in the Peaks table.

NOTE: The Mkr 10 peak is also the Internal Standard in every sample.

s Graph TeEl=E)" 0
12
14 Mkr 10 Mkr20  Mkr33 MEkr 55 WEkr 103 Mkr 178
Mkr 240
13
12
11 Control Ladder
12
0
~ 9
2
E 8
27
=
86
S
23
Ed
4
3
! \_/
1 | AN AN
o}, | A
A ‘
o0 01 02 03 04 05 06 07 08 08 10 11 12 13 14 15 16 17 18 1% 20 21 22 23 24 25 26
Relative Migration Time
iz Peaks EEEE Irua:tionq =0
Injection Sample Peak MName Time RMT MW (kDa) Height ~ Raw Area Area % Total % Area Width Baseline Resolution
2 Control Ladder 1 Mir 10 7306 0997 10,00 52 297 407.2 64 03
2 Control Ladder 2 Mkr20 8491 1158 20,00 28 268 3158 179 99 04 854
2 Control Ladder 3 Mkr 33 954.0 1302 33.00 37 346 3629 205 93 04 6.27
2 Control Ladder 4 Mkr 55 11000 1501 55.00 46 454 4130 234 98 04 8.81
2 Control Ladder 5 Mkrl03 1308.7 1786 103.00 32 434 37 188 139 04 1039
2 Control Ladder 6 Mkrl73 14910 2034 178.00 10 329 208 125 362 05 4.29
2 Control Ladder 7 Mkr240 1600.0 2183 240,00 11 199 1242 70 196 05 230

5. It'salways a good idea to verify that all your CE-SDS MW Markers are identified correctly. Here's how to
manually correct them:

To set an unidentified peak as a MW Marker: Right-click the peak in the electropherogram or Peaks
table and select Add Peak. Compass will assign that peak as a MW Marker, and correctly reassign the
remaining marker peaks.
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s Graph IEl=E" "0
12
14 Wkr 10 MkT20  Mkr33 Wkr 55 Wkr 103 MkT 178
Wkr 240
13
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Remove Baseline Point
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” Injection Sample Peak MName Time

Clear...

Copy...

Crl+C

EEW

ea

% Total % Area Width Baseline Resolution H

A check mark will appear next to the injection in the Experiment pane to show a manual correction was

made.

=g
Sample Location Me
IgG System Co.. Al Me
Control Ladder A2 Me
Test Ladder A3 Me
15 - Alpha Bl Me

NOTE: To remove MW Marker peak assignments that were made manually, right click on the peak in the
electropherogram or Peaks table and click Clear.

If an incorrect peak is identified as a MW Marker: Right-click the peak in the electropherogram or
Peaks table and select Remove Peak. Compass should correctly reassign the remaining peaks as mark-

ers and update the Peaks table.
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s Graph IEl=E" "0
12
14 Mkr 10 Mkr 20 MEkr 33 MEkr 55 WEkr 103 Mkr 178
Mkr 240
13
12
11 Control Ladder
12
0
~ 9
3
E 8
27
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86
S
23
Ed
4
3
: ”
: | 1 AN AN
01r | s Zoom Qut
A1 ‘ Remove Peak
X Hide
00 01 02 03 04 05 06 07 08 ¥ 15 16 17 18 1% 20 21 22 23 24 25 2§
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Add Peak
= = =
E Injections| Add Baseline Point =
Injection Sample Peak MName Time Remove Baseline Point a Area % Total % Area Width Baseline Resolution
2 Control Ladder 2 Mkr20 7306 Clear... 7 407.2 64 03 4.59
2 Control Ladder 3 Mkr33 954.0 6 3629 209 93 04 16.28
2 Control Ladder 4 Mkrss 1100.0 Copy i 4130 28 98 04 8.1

A check mark will appear next to the injection in the Experiment pane to show a manual correction was
made.

=5 ‘
Injection Sample Location Me
1 IgG System Co.. Al Me|
V2 Control Ladder A2 Me
3 Test Ladder A3 Me
4 15 - Alpha Bl Me

Step 3: Checking Sample Peaks

All detected peaks will be labeled automatically with the RMT (default) or apparent MW (if the CE-SDS MW
Markers were run).

To make sure your sample proteins are identified correctly:

1. Click Samples in the View bar.

File Edit | View | Instrument Window

= Standards | E] =

2. Click the Single View icon in the View bar.
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File Edit | View | Instrument Window

= Standards | E] =

3. C(lick Injection 1 in the Experiment pane.

4. If your sample peaks aren't identified correctly, here's how to manually correct them:
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If a peak is incorrectly identified as a sample peak: Right-click the peak in the electropherogram or
Peaks table and select Remove Peak. Compass will no longer identify it as a sample peak in the electro-
pherogram and the peak data will be removed in the results table.

s IHI=@" 0
110
13
2 157
11 M
Sample 1
0 10
g 121
58 ¥
E
E 7
@
=
@
o
55
a
< 4
E 1.00
M 152
2 v
1 ﬂ 145 }\ 177 198
v v
0
Zoom Out
3 Remove Peak
D01 00 0.1 02 03 04 05 06 07 0.8 09 10 1.1 12 13 14 | X Hide 21 2z
Relative Migration Time Add Peak
Peaks ~_TH Iruaction;] Add Baseline Point =7
Remove Baseline Point
Injection Sample Peak Name Time RMT Height  Raw Area Area % Total = ution
ear...
10 Sample 1 1 685.0 0997 21 83 1208
10 Sample 1 2 8335 1214 79 434 5203 310 Copy... Ctrl+C 1269

A check mark will appear next to the injection in the Experiment pane to indicate a manual correction

was made.
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Injection Sample Location  Method
1 Samplel Al Methodl

2 Samplel Al Methodl

3 Samplel Al Methodl

4 Samplel Al Methodl

5 Samplel Al Methodl

4] Samplel Al Methodl

7 Samplel Al Methodl

8 Samplel Al Methodl

9 Samplel Al Methodl
L/ 10 Samplel Al Methodl
11 Samplel Al Methodl
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To identify a peak as a sample peak: Right-click the peak in the electropherogram or Peaks table and
select Add Peak. Compass will calculate and display the results for the peak in the results table and

identify the peak in the electropherogram.

s Graph ITe| =770
10
13
12 157
11 H
Sample 1
w 110
g 1.21
5 ¢ K
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-1 Add Peak
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A check mark will appear next to the injection in the Experiment pane to indicate a manual correction

was made.
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[ Experiment =8
Injection Sample Location  Method

1 Samplel Al Methodl

2 Samplel Al Methodl

3 Samplel Al Methodl

4 Samplel Al Methodl

5 Samplel Al Methodl

6 Samplel Al Methodl

7 Samplel Al Methodl

8 Samplel Al Methodl

9 Samplel Al Methodl

F o/ 10 Sample 1 Al Methodl
11 Samplel Al Methodl

12 Samole 1 Al Methodl
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NOTE: To remove sample peak assignments that were made manually and go back to the original peak
data, right-click the peak in the electropherogram and select Clear.

5. Repeat the previous steps for the remaining injections to make sure all sample peaks are correctly iden-

tified.

Step 4: Assigning Peak Names

Compass can also optionally identify and automatically name sample peaks using user-specified peak name

settings. For more information on how to do this, see “Peak Names Settings” on page 354.
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